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Supporting Fig 1: Comparison of (15N-13C) NCA correlation spectra recorded under SPECIFIC-CP conditions (Baldus et al. 1998) on fractionally deuterated (blue, in asolectin lipids) and fully protonated (red, in PC/PI lipids) KcsA-Kv1.3 acquired under similar experimental conditions (SPECIFIC-CP mixing time: 3 ms, MAS: 10.92 kHz, T: 7°C, 700MHz). We attribute differences in the correlation pattern to reconstitution in different lipids leading to a collapsed and conductive channel state in asolectin and PC/PI lipids, respectively (Ader et al. 2008). These states affect chemical-shift values of protein residues in the selectivity filter such as Gly 77 and 79 and Thr 74. Additional changes between both preparations are most likely due to isotope-shifts related to deuteration (see, e.g,. Hansen 1988). 
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Supporting Fig 2:  Overlay of 13C-13C PDSD (aromatic-aliphatic) correlation spectra obtained for [1H/2H,13C,15N] (black) and [1H,13C,15N] KcsA-Kv1.3 (red) employing a mixing time of 500 ms, 10 kHz MAS and a short CP transfer step of 80 µs. 
































	Residue
	Cα
	Cβ
	C
	C

	α-Ketoglutarate

	Glu (9 resi.)
	+/-
	-
	+
	N.A.

	Gln (1 resi.)
	-
	-
	+
	N.A.

	Pro (5 resi.)
	-
	-
	+
	+

	Arg (15 resi.)
	-
	-
	+
	+

	3-Phosphoglycerate

	Ser (9 resi.)
	-
	+
	
	

	Gly (13 resi.)
	-
	N.A
	
	

	Cys (1 resi.)
	-
	+
	
	

	Oxaloacetate

	Asp (7 resi.)
	-
	+
	N.A.
	N.A.

	Asn (1 resi.)
	-
	+
	N.A.
	N.A.

	Met (4 resi.)
	-
	+
	+
	N.A.

	 Thr (12 resi.)
	-
	+
	+
	N.A.

	Lys (2 resi.)
	-
	+
	+
	+

	Pyruvate

	Ala (21 resi.)
	+/-
	+
	N.A.
	N.A.

	Val (15 resi.)
	-
	-
	+
	N.A.

	Leu (22 resi.)
	+/-
	+
	-
	+

	Ile (3 resi.)
	-
	-
	C1(-),C2(+)
	+

	Phosphoenol pyruvate / Erythrose 4-phosphate / 3-Phosphoglycerate

	Phe (5 resi.)
	-
	-
	N.A.
	Aromatic sidechains
(highly protonated)

	Tyr (5 resi.)
	-
	-
	N.A.
	

	Trp (5 resi.)
	-
	+
	N.A.
	

	His (5 resi.)
	-
	-
	N.A.
	


(+) 	 Protonated
(-) 	 Deuterated
(+/-) 	 Scrambling in the protonation pattern.
N.A. 	No atom. 

Table 1. Summary of the residual protonation (+) and deuteration (-) pattern detected in ssNMR studies of [1H/2H,13C,15N] KcsA-Kv1.3. Amino acids are grouped according to precursors/metabolites in the biosynthesis pathway.








	Residue
	N
	C
	CA
	CB
	CG(1)
	CG2
	CD(1)
	CD2
	CE(1)
	CE2
	CE3
	CZ
	CZ2
	CZ3
	CH

	M1
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	P2
	 
	 
	64.1
	32.3
	27.0
	 
	51.2
	 
	 
	 
	
	
	
	
	

	P3
	 
	 
	63.8
	32.1
	27.1
	 
	50.6
	 
	 
	 
	
	
	
	
	

	M4
	119.5
	 
	56.4
	30.7
	 
	 
	 
	 
	18.7
	 
	
	
	
	
	

	L5
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	S6
	 
	 
	62.9
	63.8
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	G7
	109.3
	175.3
	46.6
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	L8
	116.7
	177.5
	58.1
	41.9
	27.1
	 
	23.3 
	 
	 
	 
	
	
	
	
	

	L9
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	A10
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	R11
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	L12
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	V13
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	K14
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	L15
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	L16
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	L17
	118.1
	 
	58.7
	41.6
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	G18
	107.1
	176.2
	46.5
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	R19
	121.2
	178.5
	58.4
	30.2
	26.8
	 
	 
	 
	 
	 
	
	
	
	
	

	H20
	 
	178.2
	56.5
	30.3
	132.1
	 
	 
	 
	 133.4
	 
	
	
	
	
	

	G21
	107.6
	176.4
	46.5
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	S22
	116.6
	175.7
	62.7
	63.9
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	A23
	 
	 
	55.3
	18.7
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	L24
	
	
	
	41.8
	
	
	
	
	
	
	
	
	
	
	

	H25
	 
	 
	 
	 
	 130.8
	 
	 
	 119.6
	 136.7
	 
	
	
	
	
	

	W26
	 
	 
	 
	31.5
	109.7 
	 
	 127.1
	127.9 
	 
	138.7 
	120.4
	
	114.1
	121.4
	123.3

	R27
	 
	 
	59.6
	30.3
	27.3
	 
	44.3
	 
	 
	 
	
	
	
	
	

	A28
	 
	 
	55.3
	18.6
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	A29
	 
	 
	54.5
	18.6
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	G30
	105.7
	 
	47.4
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	A31
	 
	 
	56.2
	18.5
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	A32
	 
	 
	55.5
	18.6
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	T33
	 
	 
	67.1
	67.8
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	V34
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	L35
	 
	 
	 
	
	26.7  
	 
	25.1 
	 
	 
	 
	
	
	
	
	

	L36
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	V37
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	I38
	117.6
	177.3
	65.9
	37.6
	29.3 
	17.2
	 13.6
	 
	 
	 
	
	
	
	
	

	V39
	119.3
	 
	67.4
	30.9
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	L40
	 
	 
	 
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	L41
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	A42
	 
	180.1
	56.2
	18.7
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	G43
	105.8
	175.1
	46.7
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	S44
	116.5
	174.5
	62.7
	63.8
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	Y45
	119.9
	178.1
	61.6
	39.0
	 
	 
	 
	133.6 
	 117.1
	117.6 
	
	
	
	
	

	L46
	115.7
	 
	58.0
	42.3
	 26.6
	 
	 23.4
	 
	 
	 
	
	
	
	
	

	A47
	 
	 
	55.4
	18.7
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	V48
	 
	 
	67.4
	31.4
	 21.9
	 
	 
	 
	 
	 
	
	
	
	
	

	L49
	 
	 
	58.0
	41.2
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	A50
	118.1
	177.5
	55.5
	16.4
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	E51
	113.4
	175.9
	58.8
	30.8
	36.7
	 
	183.2
	 
	 
	 
	
	
	
	
	

	A52
	121.8
	178.4
	53.8
	18.8
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	D53
	117.3
	175.4
	57.6
	39.1
	179.1
	 
	 
	 
	 
	 
	
	
	
	
	

	D54
	 
	 173.9
	 50.1
	 40.8
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	P55
	131.0
	176.6
	61.7
	32.9
	28.0
	 
	49.5
	 
	 
	 
	
	
	
	
	

	T56
	 
	 
	58.3
	67.2
	 
	22.0
	 
	 
	 
	 
	
	
	
	
	

	S57
	 
	175.5
	59.8
	63.9
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	G58
	107.2
	175.4
	46.7
	 
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	F59
	 
	179.2
	57.7
	39.6
	138.7
	 
	 130.6
	 
	130.2
	130.5 
	
	128.8
	
	
	

	S60
	117.9
	 
	59.5
	64.0
	 
	 
	 
	 
	 
	 
	
	
	
	
	

	Residue
	N
	C
	CA
	CB
	CG(1)
	CG2
	CD(1)
	CD2
	CE(1)
	CE2
	CE3
	CZ
	CZ2
	CZ3
	CH

	S61
	112.2
	173.8
	56.9
	66.0
	
	
	
	
	
	
	
	
	
	
	

	I62
	122.1
	175.4
	65.3
	34.8
	29.4
	17.5
	12.1
	
	
	
	
	
	
	
	

	P63
	134.6
	
	67.1
	31.4
	29.1
	
	49.5
	
	
	
	
	
	
	
	

	D64
	
	177.3
	55.5
	41.4
	179.7
	
	
	
	
	
	
	
	
	
	

	A65
	119.4
	
	56.0
	20.4
	
	
	
	
	
	
	
	
	
	
	

	L66
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	W67
	
	
	
	
	
	
	
	
	
	
	120.4
	
	114.2
	122.1
	123.5

	W68
	118.2
	
	60.8
	27.2
	113.4
	
	126.2
	
	
	138.5
	
	
	113.5
	
	

	S69
	121.7
	175.7
	62.7
	63.6
	
	
	
	
	
	
	
	
	
	
	

	V70
	122.4
	
	66.0
	31.7
	20.2
	
	
	
	
	
	
	
	
	
	

	E71
	
	
	58.3
	27.1
	32.5
	
	181.9
	
	
	
	
	
	
	
	

	T72
	
	176.1
	67.5
	68.7
	
	20.3
	
	
	
	
	
	
	
	
	

	A73
	122.3
	176.2
	55.3
	18.9
	
	
	
	
	
	
	
	
	
	
	

	T74
	96.2
	176.5
	61.4
	69.7
	
	21.7
	
	
	
	
	
	
	
	
	

	T75
	110.7
	171.9
	63.5
	69.1
	
	21.7
	
	
	
	
	
	
	
	
	

	V76
	121.5
	178.2
	66.1
	31.8
	23.4
	20.2
	
	
	
	
	
	
	
	
	

	G77
	99.2
	174.7
	48.2
	
	
	
	
	
	
	
	
	
	
	
	

	Y78
	115.2
	178.3
	61.4
	38.6
	
	
	
	
	118.0
	
	
	157.9
	
	
	

	G79
	101.2
	174.3
	45.3
	
	
	
	
	
	
	
	
	
	
	
	

	D80
	118.4
	
	55.7
	37.3
	179.4
	
	
	
	
	
	
	
	
	
	

	L81
	
	174.9
	54.8
	45.7
	27.8
	
	25.8
	24.6
	
	
	
	
	
	
	

	Y82
	
	172.9
	55.7
	41.1
	
	
	131.8
	134.3
	115.5
	117.9
	
	157.7
	
	
	

	P83
	
	
	65.4
	34.7
	26.9
	
	49.4
	
	
	
	
	
	
	
	

	V84
	117.5
	
	60.9
	33.0
	21.3
	18.8
	
	
	
	
	
	
	
	
	

	T85
	115.5
	174.8
	61.0
	71.9
	
	22.1
	
	
	
	
	
	
	
	
	

	L86
	121.4
	
	59.1
	41.4
	
	
	
	
	
	
	
	
	
	
	

	W87
	117.7
	178.4
	59.4
	29.2
	109.8
	
	
	
	
	
	
	
	
	
	

	G88
	107.9
	176.3
	46.4
	
	
	
	
	
	
	
	
	
	
	
	

	R89
	120.5
	178.6
	59.5
	30.1
	27.0
	
	44.3
	
	
	
	
	
	
	
	

	C90
	
	
	64.8
	27.0
	
	
	
	
	
	
	
	
	
	
	

	V91
	
	177.8
	66.3
	
	
	
	
	
	
	
	
	
	
	
	

	A92
	
	180
	55.0
	18.77
	
	
	
	
	
	
	
	
	
	
	

	V93
	
	
	66.8
	
	
	
	
	
	
	
	
	
	
	
	

	V94
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	V95
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	M96
	
	
	
	33.25
	31.9
	
	
	
	17.6
	
	
	
	
	
	

	V97
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	A98
	
	178.4
	55.2
	18.5
	
	
	
	
	
	
	
	
	
	
	

	G99
	107.5
	175.8
	47.5
	
	
	
	
	
	
	
	
	
	
	
	

	I100
	120.6
	175.7
	66.0
	38.8
	28.7
	18.4
	14.2
	
	
	
	
	
	
	
	

	T101
	114.2
	175.9
	67.5
	67.9
	
	21.7
	
	
	
	
	
	
	
	
	

	S102
	120.8
	176.1
	62.6
	64.0
	
	
	
	
	
	
	
	
	
	
	

	F103
	
	
	57.9
	38.7
	139.8
	
	132.0
	
	
	
	
	128.2
	
	
	

	G104
	
	174.9
	47.8
	
	
	
	
	
	
	
	
	
	
	
	

	L105
	119.6
	
	59.1
	42.8
	
	
	
	
	
	
	
	
	
	
	

	V106
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	T107
	
	
	67.5
	68.6
	
	
	
	
	
	
	
	
	
	
	

	A108
	
	
	55.0
	18.6
	
	
	
	
	
	
	
	
	
	
	

	A109
	
	
	54.7
	18.6
	
	
	
	
	
	
	
	
	
	
	

	L110
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	A111
	
	
	55.6
	18.4
	
	
	
	
	
	
	
	
	
	
	

	T112
	
	
	67.2
	68.7
	
	
	
	
	
	
	
	
	
	
	

	W113
	
	
	
	29.5
	114
	
	
	
	
	
	
	
	
	
	

	F114
	
	
	
	40.2
	
	
	
	
	130
	
	
	128.8
	
	
	

	V115
	
	178.6
	66.8
	31.9
	23.8
	21.9
	
	
	
	
	
	
	
	
	

	G116
	107.8
	175.2
	47.6
	
	
	
	
	
	
	
	
	
	
	
	

	R117
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	E118
	
	
	
	29.2
	36.0
	
	
	
	
	
	
	
	
	
	

	Q119
	
	
	
	28.4
	33.7
	
	
	
	
	
	
	
	
	
	

	E120
	
	
	
	
	36
	
	
	
	
	
	
	
	
	
	



	
Residue
	N
	C
	CA
	CB
	CG(1)
	CG2
	CD(1)
	CD2
	CE(1)
	CE2
	CE3
	CZ
	CZ2
	CZ3
	CH

	R121
	
	
	
	
	28.0
	
	
	
	
	
	
	
	
	
	

	R122
	
	178.2
	57.1
	30.7
	27.2
	
	44.3
	
	
	
	
	
	
	
	

	G123
	107.6
	
	44.7
	
	
	
	
	
	
	
	
	
	
	
	

	H124
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	F125
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	V126
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	R127
	
	178.4
	58.3
	30.6
	27.0
	
	44.4
	
	
	
	
	
	
	
	

	H128
	119.3
	175.7
	58.4
	32.4
	131.8
	
	
	
	
	
	
	
	
	
	

	S129
	
	
	62.8
	63.9
	
	
	
	
	
	
	
	
	
	
	

	E130
	121.2
	178.8
	58.8
	29.4
	34.7
	
	183.0
	
	
	
	
	
	
	
	

	K131
	119.6
	178.4
	58.4
	32.4
	25.5
	
	29.4
	
	42.1
	
	
	
	
	
	

	A132
	117.8
	177.5
	55.5
	16.4
	
	
	
	
	
	
	
	
	
	
	

	A133
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	E134
	
	
	
	29
	
	
	
	
	
	
	
	
	
	
	

	E135
	
	
	58.3
	28.9
	36.2
	
	183.2
	
	
	
	
	
	
	
	

	A136
	
	
	
	18.4
	
	
	
	
	
	
	
	
	
	
	

	Y137
	116.2
	
	61.2
	38.9
	
	
	
	134.3
	
	
	
	
	
	
	

	T138
	
	
	67.2
	68.5
	
	
	
	
	
	
	
	
	
	
	

	R139
	
	
	58.6
	30.0
	27.3
	
	43.5
	
	
	
	
	159.7
	
	
	

	T140
	
	
	60.8
	72.2
	
	
	
	
	
	
	
	
	
	
	

	T141
	
	
	61.7
	68.9
	
	
	
	
	
	
	
	
	
	
	

	R142
	
	
	59.3
	30.3
	26.9
	
	44.3
	
	
	
	
	159.2
	
	
	

	A143
	
	
	54.1
	20.4
	
	
	
	
	
	
	
	
	
	
	

	L144
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	H145
	
	
	
	
	
	
	
	
	137.6
	
	
	
	
	
	

	E146
	
	
	
	
	35.7
	
	
	
	
	
	
	
	
	
	

	R147
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	F148
	
	
	
	
	
	
	
	130.7
	
	
	
	
	
	
	

	D149
	
	
	
	40.5
	
	
	
	
	
	
	
	
	
	
	

	R150
	
	
	
	30
	27.5
	
	
	
	
	
	
	
	
	
	

	L151
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	E152
	
	
	
	
	36.0
	
	182.4
	
	
	
	
	
	
	
	

	R153
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	M154
	
	
	
	31.5
	
	
	
	
	17.7
	
	
	
	
	
	

	L155
	
	
	54.0
	
	26.3
	
	
	
	
	
	
	
	
	
	

	D156
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	D157
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	N158
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	R159
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	

	R160
	
	
	
	
	
	
	
	
	
	
	
	
	
	
	




Table 2: Solid-state NMR resonance assignments [given in ppm] for KcsA-Kv1.3 in liposomes. Chemical shift values given in black and green relate to [1H,13C,15N] and [1H/2H,13C,15N] KcsA-v1.3, respectively .





	              Atom 1                                   Atom 2 

	a)
S
	44
	CB
	I
	62
	CG2

	Y
	45
	CE1
	I
	62
	CG1

	A
	50
	CB
	T
	85
	CG2

	E
	51
	CG
	Y
	82
	C

	E
	51
	CG
	G
	88
	CA

	E
	51
	CG
	F
	59
	CD1

	E
	51
	CG
	G
	88
	CA

	E
	51
	CG
	P
	83
	CA

	T
	56
	CB
	V
	84
	CG2

	S
	57
	CB
	V
	84
	CG1

	F
	59
	CD1
	E
	51
	CB

	F
	59
	CZ
	D
	80
	CB

	F
	59
	CZ
	W
	68
	CG

	F
	59
	CZ
	Y
	82
	C

	F
	59
	CD1
	P
	83
	CA

	F
	59
	CD2
	L
	81
	CD1

	F
	59
	CE2
	L
	81
	CD1

	F
	59
	CZ
	Y
	82
	CD2

	F
	59
	CZ
	Y
	82
	CE2

	F
	59
	CZ
	L
	81
	CD1

	S
	61
	CB
	V
	48
	CG1

	I
	62
	CD1
	V
	48
	CB

	I
	62
	CD1
	Y
	45
	C

	W
	68
	CD1
	P
	83
	CA

	W
	68
	CZ2
	G
	43
	C

	W
	68
	CB
	L
	81
	CB

	W
	68
	CD1
	L
	81
	CA

	W
	68
	CZ2
	V
	91
	C

	W
	68
	CZ2
	A
	92
	CA

	A
	73
	CA
	M
	96
	CB

	L
	81
	CB
	D
	64
	C

	L
	81
	CB
	W
	68
	CA

	L
	81
	CB
	F
	59
	CA

	T
	85
	CG2
	D
	54
	CB

	I
	100
	CD1
	T
	75
	CG2

	F
	103
	CD1
	T
	74
	CG2

	b)
L
	24
	CB
	R
	27
	CD

	L
	24
	CB
	R
	27
	CB

	H
	25
	CE1
	A
	23
	CA

	W
	26
	CE3
	A
	29
	CA

	W
	26
	CZ3
	A
	29
	CA

	W
	26
	CB
	A
	23
	CA

	T
	33
	CB
	G
	30
	CA

	I
	38
	CD1
	L
	35
	CG

	I
	38
	CD1
	L
	35
	CD1

	Y
	45
	CD2
	A
	42
	CA

	Y
	45
	CD2
	A
	42
	CA

	E
	51
	CG
	V
	48
	CA

	A
	52
	CA
	D
	54
	CA

	S
	61
	CB
	P
	63
	CB

	S
	61
	CB
	P
	63
	CG

	S
	61
	CB
	P
	63
	CD

	S
	61
	CB
	D
	64
	CG

	P
	63
	CD
	S
	61
	CA

	A
	65
	CA
	S
	61
	C

	W
	68
	CD1
	E
	71
	CD

	W
	68
	CB
	E
	71
	CG

	E
	71
	CG
	W
	68
	CA

	A
	73
	CA
	T
	75
	CG2

	Y
	82
	CE2
	D
	80
	C

	P
	83
	CD
	L
	81
	C

	T
	85
	CB
	P
	83
	CB

	T
	85
	CB
	R
	89
	CG

	R
	89
	CD
	T
	85
	C

	T
	101
	CB
	G
	99
	CA

	V
	115
	CG1
	Q
	119
	CG

	E
	118
	CG
	V
	115
	CA

	E
	118
	CG
	R
	122
	CB

	Q
	119
	CG
	G
	116
	C

	E
	120
	CG
	G
	116
	C

	Y
	137
	CD2
	E
	134
	CB

	T
	140
	CB
	A
	143
	CA

	T
	140
	CB
	T
	138
	CA

	A
	143
	CA
	E
	146
	CG

	F
	148
	CD2
	H
	145
	CE1

	D
	149
	CB
	E
	152
	CD

	R
	150
	CB
	M
	154
	CE

	R
	150
	CG
	M
	154
	CE



Table 3: Resolved long-range (a) and medium-range (b) correlations identified from the (13C-13C) PDSD spectra recorded on [1H/2H,13C,15N] KcsA-Kv1.3.

	                    Atom 1                                   Atom 2 



	Y
	78
	CE1
	A
	292
	CB

	Y
	282
	CD1
	D
	80
	CB

	Y
	282
	CE1
	D
	80
	CG

	Y
	282
	CE1
	D
	80
	CB

	W
	67
	CE3
	V
	293
	CA

	W
	67
	CE3
	M
	296
	CE

	W
	67
	CH2
	A
	292
	C

	W
	67
	CH2
	A
	292
	CA

	W
	67
	CH2
	Y
	282
	CB

	W
	67
	CH2
	M
	296
	CE

	W
	67
	CZ2
	M
	296
	CE

	W
	67
	CZ3
	V
	293
	CA

	W
	67
	CZ3
	M
	296
	CG

	W
	67
	CZ3
	A
	292
	CA

	W
	67
	CZ3
	V
	293
	CA

	V
	76
	CG1
	T
	275
	CB

	T
	74
	CB
	M
	296
	CG

	R
	289
	CD
	W
	67
	CZ

	R
	150
	CG
	E
	352
	CD

	L
	305
	CA
	F
	114
	CE1

	H
	345
	CE1
	A
	143
	CA

	E
	71
	CA
	M
	296
	CE

	D
	80
	CB
	Y
	282
	CZ



Table 4: Resolved intermonomer contacts identified from (13C-13C) PDSD spectra of [1H/2H,13C,15N] KcsA-Kv1.3. Monomeric units 1-4 have been renumbered as follows M1: 1-160, M2: 200-360, M3: 400-560 and M4: 600-760.
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