
                                                                                                                                                                                                                                                                                                                         
AlAGO10 --------------------------------------------------------------------------MPI--------------------------RQ---------------------------------------------------------------------------------------------------MKD-----SSE----TH-LV---------------------------------IK----TQ------------------------PL---K-----    22
AtAGO10 --------------------------------------------------------------------------MPI--------------------------RQ---------------------------------------------------------------------------------------------------MKD-----SSE----TH-LV---------------------------------IK----TQ------------------------PL---K-----    22
CrbAGO10 F---------------VVLRELKQK---------------KIK-LNTKREFLKN---------PQK-------TMPI--------------------------RQ---------------------------------------------------------------------------------------------------MKD-----SYE----TH-LV---------------------------------IK----TQ------------------------PL---K-----    49
ThAGO10 --------------------------------------------------------------------------MPI--------------------------RQ---------------------------------------------------------------------------------------------------MKE-----TSE----TH-LV---------------------------------IKP--NLQ------------------------PL---K-----    24
BrAGO10 --------------------------------------------------------------------------MPI--------------------------RP---------------------------------------------------------------------------------------------------MKE-----TSE----TH-LL---------------------------------IKP----------------------------------------    18
CpAGO10 --------------------------------------------------------------------------MPI--------------------------RQ---------------------------------------------------------------------------------------------------MKD-----GSE----QH-FV---------------------------------IKT--HLQN-----------------------SM-NPT-----    27
CsnAGO10 --------------------------------------------------------------------------MPI--------------------------RQ---------------------------------------------------------------------------------------------------MKD-----SSE----QH-LV---------------------------------IKT--HLQN-----------------------TM-NQS-----    27
MeAGO10 --------------------------------------------------------------------------MPI--------------------------RQ---------------------------------------------------------------------------------------------------MKE-----SSE----QH-LV---------------------------------IKT--HLQN-----------------------TM-NHP-----    27
RcAGO10a --------------------------------------------------------------------------MPI--------------------------RQ---------------------------------------------------------------------------------------------------MKE-----SSE----QH-LV---------------------------------LKT--HLQN-----------------------TM-NQP-----    27
PtAGO10 --------------------------------------------------------------------------MPV--------------------------RQ---------------------------------------------------------------------------------------------------MKE-----SSE----QH-LV---------------------------------IKT--HMQN-----------------------SM-NQP-----    27
VvAGO10like --------------------------------------------------------------------------MPM--------------------------RQ---------------------------------------------------------------------------------------------------MKE-----SSE----QH-LV---------------------------------IKT--HLQN-----------------------SM-NPV-----    27
MdAGO10a --------------------------------------------------------------------------MPI--------------------------RK----------------------------------------------------------------------------------------------------KE-----SSE----QH-LV---------------------------------IKP--HLQN-----------------------PV-NPV-----    26
PprAGO10 --------------------------------------------------------------------------MPI--------------------------RK---------------------------------------------------------------------------------------------------MKE-----SSE----QH-LV---------------------------------IKT--HLQN-----------------------PV-NPV-----    27
MdAGO10b --------------------------------------------------------------------------MPI--------------------------RK----------------------------------------------------------------------------------------------------KE-----SSE----QH-LV---------------------------------IKP--HLQN-----------------------PV-NPV-----    26
GmAGO10like --------------------------------------------------------------------------MPV--------------------------RQ---------------------------------------------------------------------------------------------------MKE-----SSE----QH-LV---------------------------------IKP--HLQN-----------------------PM-NQA-----    27
PvAGO10a --------------------------------------------------------------------------MPV--------------------------RQ---------------------------------------------------------------------------------------------------MKE-----SSE----QH-LV---------------------------------IKP--HLQN-----------------------PM-NPA-----    27
NaAGO10 --------------------------------------------------------------------------MPI--------------------------RQ---------------------------------------------------------------------------------------------------MKE-----GSE----QH-IV---------------------------------IKP--QLQN-----------------------TM-NPL-----    27
MdAGO1b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
LuAGO10a --------------------------------------------------------------------------MPI--------------------------GQ---------------------------------------------------------------------------------------------------LKE-----SSA----QH-FV---------------------------------IKS--QLQNN--------------------NTAN-RPR-----    30
EgAGO10a --------------------------------------------------------------------------MPT--------------------------RQ---------------------------------------------------------------------------------------------------MKE-----SAEQ-NHQH-LV---------------------------------IKT-ARLQN-----------------------PMNNQP-----    32
MgAGO10 --------------------------------------------------------------------------MPM--------------------------RQ---------------------------------------------------------------------------------------------------MKE-----ASD---HQHCVV---------------------------------MKP--QLPP-----------------------PP-NTA-----    29
BdPNH1like ML--------------------------------------------------------------E-VL-----EMTP--------------------------PP----------------------------------------------------------------------------------PR----------------HQ-----PAK------------------------------------------GG-----------------------------------------    20
SbAGO10a --------------------------------------------------------------------------MAP--------------------------PP----------------------------------------------------------------------------------P------------------------PPP---PQA--------------------------------Q---ARH----------------------------------------    16
ZmAGO10a ML--------------------------------------------------------------EVVL-----DMTP--------------------------------------------------------------------------------------------------------------P------------------------PPP---PQA--------------------------------R----------------------------------------------    18
ZmAGO10b --------------------------------------------------------------------------MAP--------------------------PP----------------------------------------------------------------------------------PP---------------P-------PPP---PHA--------------------------------R----------------------------------------------    15
OsPNH1 --------------------------------------------------------------------------MAP--------------------------------------------------------------------------------------------------------------PR----------------HQ-----PAA---GKA---------------------------------G--GGR----------------------------------------    17
CpAGO1 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------MRD-----PDQ---ENR-LV---------------------------------SRE--NLDSS---------------------------------    19
CstAGO1b --------------------------------------------------------------------------MPY--------------------------MQ---------------------------------------------------------------------------------------------------ME------PED----KY-VI-P-------------------------------ASQ-MALKSH---------------------------------    24
GmPNH1like1 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------MKD-----PEE----HP-VK---------------------------------SRR----------------------------------------    13
PvAGO10b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------MKD-----PEE----YQ-VK---------------------------------SRR----------------------------------------    13
GmPNH1like2 ------------------MQEMIMKH--------------KTK-SNERFKSLESIVSNLITLMSQRAL----CTLPS--------------------------QTEANPKKEGGECCEHQEWKVYGRTEEERESHFNTRKRLSIRRVMRQQKVGEKRYWRLLRALCDLGASIILMSYSVYKKLGLQEPQPINISIQLNYLA-SAMKD-----PVE----DQ-VK---------------------------------SRR----------------------------------------   153
MtAGO10 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------MK----------------------------------------------------------------------------------------------     2
MeAGO1 --------------------------------------------------------------------------MPH--------------------------MQ---------------------------------------------------------------------------------------------------IKD-----SQE----NH-VV---------------------------------SSL-QTL------------------------------------    21
RcAGO10b --------------------------------------------------------------------------MPL--------------------------MQ---------------------------------------------------------------------------------------------------MKD-----FEE----SY-MV---------------------------------VSM-QSLQTC---------------------------------    24
VvPNH1 --------------------------------------------------------------------------MTH--------------------------MQ---------------------------------------------------------------------------------------------------MKN-----PEQ----KH-VI---------------------------------STR-KPLQN-----------------------SM---------    25
AlAGO1 --------------------------------------------------------------------------MVR--------------------------KR---------------------RTDA---------------------------------------------------------PS--------------AGGE-----ASG---SRE-AG-PVS--GG----------------------GR-GSQ-----RGG---------------------FQ-QGG-----    41
CrbAGO1 --------------------------------------------------------------------------MVR--------------------------KR---------------------RTDA---------------------------------------------------------PS--------------EGGE-----ASG---SRE-AG-PVSG-GG----------------------GR-GSQ-----RGG---------------------FQ-QGGG--GG    45
AtAGOlike MA------AVLVFVL--HLICVRSAY---------------------ELDFSTRLGGSA-SFWCYGII------MVR--------------------------KR---------------------RTDA---------------------------------------------------------PS--------------EGGE-----GSG---SRE-AG-PVS--GG----------------------GR-GSQ-----RGG---------------------FQ-Q-------    77
AtAGO1 --------------------------------------------------------------------------MVR--------------------------KR---------------------RTDA---------------------------------------------------------PS--------------EGGE-----GSG---SRE-AG-PVS--GG----------------------GR-GSQ-----RGG---------------------FQ-Q-------    39
ThAGO1 --------------------------------------------------------------------------MVR--------------------------KK---------------------RNDG---------------------------------------------------------QS--------------EGGE-----GSG---SRE-AG-PVS--GG----------------------GRGGSQ-----RGG---------------------YQ-QGGGG-GG    46
BrAGO1 --------------------------------------------------------------------------MVR--------------------------KK---------------------RTDG---------------------------------------------------------PS--------------EGGE-----GSG---SRA-A--PAS--GG----------------------GR-GGY------------------------------Q-QGRG--GG    39
BdAGO1Alike MD------------------------------------------------FQMDNGH-----YSHQAL-----TMVK--------------------------NK---------------------QYAAI------------------------------------------------------------------------SSGE-----SSK---TQE-AT------RT---------------------PGQ-GPS-QRVERG-----------------------Q-QR------    55
BdAGO1Blike --------------------------------------------------------------------------MVR--------------------------KK---------------------RTG----------------------------------------------------------PA--------------SPGE-----SSG-----E-AS------GA---------------------SGQ-GSS-QRTERA----------------------PQ-QH------    38
HvAGO1a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
SbAGO10b MP----------------------------------------------------------------VP-----IMVR--------------------------KK---------------------RTG----------------------------------------------------------PG--------------GSGE-----TSG-----E-SS------GG---------------------SGQ-GSS-QRPERT-----------------------Q-QP------    42
ZmAGO1a ML----------------------------------------------------------------VP-----IMVR--------------------------KK---------------------RTG----------------------------------------------------------PG--------------GSGE-----TSG-----E-SS------GA---------------------SGQ-GSS-QRPERT-----------------------Q-QP------    42
OsAGO1B MA------------------------------------------------LQLENGR----PHHHQVP-----IMVK--------------------------KK---------------------RTG----------------------------------------------------------SG--------------STGE-----SSG-----E-AP------GA---------------------PGH-GSS-QRAERG----------------------PQ-QH------    55
HvAGO10 --------------------------------------------------------------------------MVR--------------------------KK---------------------RTG---------------------------------------------------------------------------TGE-----SSG-----E-AS------GA---------------------PGQ-GSS-QPAERAP---------------------PQ-QHG-----    37
ZmAGO1c --------------------------------------------------------------------------MVR--------------------------KK---------------------RTG----------------------------------------------------------PG--------------GSGE-----TSG-----E-SS------GA---------------------SGQ-GSS-QQPERT-----------------------Q-QP------    37
OsAGO1A MA------------------------------------------------FQLDNGY-----YSHQAL-----AMMR--------------------------KK---------------------KTE----------------------------------------------------------PR--------------NAGE-----SSG---TQQ-AT------GA---------------------PGR-GPS-QRPERA-----------------------Q-QH------    55
SbAGO10c --------------------------------------------------------------------------MVR--------------------------KK---------------------RTG----------------------------------------------------------P-----------------GE-----SSG-----E-AS------GA---------------------PGQ-GSS-QRPQAT---------------------------------    31
ZmAGO1b --------------------------------------------------------------------------MVR--------------------------KK---------------------RTG----------------------------------------------------------P-----------------GE-----SSG-----E-TS------GA---------------------PGQ-GSS-QRPQAT---------------------------------    31
CsnAGO1 --------------------------------------------------------------------------MVR--------------------------KK---------------------RTEQ---------------------------------------------------------PS--------------TGGE-----SSE---SQE-TS------AG---------------------GGR-GSQ-RPSERSAP--------------------PS-QGG-----    44
RcAGO1 --------------------------------------------------------------------------MVR--------------------------KR---------------------RTEA---------------------------------------------------------PA--------------SGGE-----SSE---PHE-AA-----------------------------SG--GSQ-RPYERNAP--------------------PQ-QG------    40
PtAGO1 --------------------------------------------------------------------------MVR--------------------------KR---------------------RTEI---------------------------------------------------------PQ--------------SGGE-----SSE---SQE-TD-----------------------------TGR-GAQ-PPAERSGP--------------------PQ-QGG-----    42
MdAGO1a --------------------------------------------------------------------------MVR--------------------------KR---------------------RTEL---------------------------------------------------------PS----------------GQ-----SSE---SHE-PA-----------------------------GGH-GSQ-RAPERT-P--------------------PQ-QQ------    38
PprAGO1a --------------------------------------------------------------------------MVR--------------------------KR---------------------RTEL---------------------------------------------------------PS---------------GGE-----SSE---SHE-PS------GG---------------------SGR-GSQ-RAAERT-P--------------------PQ-QQ------    41
GmAGOlike1 --------------------------------------------------------------------------MVR--------------------------KR---------------------RTEL---------------------------------------------------------PS---------------GGE-----SSE-------------------------------------------AQ-RPAERSAP--------------------PQ-QQAAA---    34
PvAGO1 --------------------------------------------------------------------------MGK--------------------------KK---------------------RSEG---------------------------------------------------------PG---------------GGE-----SSE-------------------------------------------TQ-RPAERSAP--------------------PQ-QQA-----    32
CstAGO1a --------------------------------------------------------------------------MGR--------------------------KK---------------------RTDA--------------------------------------------------------------------------GGE-----SSE---SQD----------G---------------------GGR-GSQ-RSAERRDT--------------------PQ-QH------    37
EgAGO1 --------------------------------------------------------------------------MVR--------------------------KK---------------------RSEG---------------------------------------------------------SS---------------GGE-----SSE---SQE-QG------GG---------------------SGR-GSQ-HPSDRSAP--------------------PQ-Q-------    41
VvAGO1like --------------------------------------------------------------------------MVR--------------------------KR---------------------RTEL---------------------------------------------------------PT-------------ASSGE-----SSE--STQE-AS-GAS--GGSG-------------------GGR-GSQ-QPAAT-----------------------PQ-QGA-----    48
VvAGO1Blike --------------------------------------------------------------------------M---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     1
MgAGO1 --------------------------------------------------------------------------MVR--------------------------KR---------------------RSDI---------------------------------------------------------PG---------------SGE-----GSE---PQE-TG-----------------------------VGRGAVQRPPAQLQQP---------HQPQPPYQPQHPQ-QPQQPQQP    59
NaAGO1a --------------------------------------------------------------------------MVR--------------------------KK---------------------RTDV---------------------------------------------------------PG---------------GAE-----SFE---SHE-TG-----------------------------GGRGGAQ-RPSQQQ-------------------------QHQ-----    38
NbAGO1-1 --------------------------------------------------------------------------MVR--------------------------KK---------------------RTDV---------------------------------------------------------PG---------------GAE-----SFE---SHE-TG-----------------------------GARGGAQ-RPSQQQ-------------------------QHQ-----    38
NtAGO1 --------------------------------------------------------------------------MVR--------------------------KK---------------------RTDV---------------------------------------------------------PG---------------GAE-----SFE---SHE-TG-----------------------------GGRGGAQ-RPSQQQQH-----------------------QHQ-----    40
NaAGO1b --------------------------------------------------------------------------MVR--------------------------KR---------------------RTEL---------------------------------------------------------PG---------------SGE-----SSG---SQE-TG------------------------------GQGRAQ-HPQQLQQQQGGYQGA--QETGAQGRGQRPQ-QQQQQVGY    64
NbAGO1-2 --------------------------------------------------------------------------MVR--------------------------KR---------------------RTEL---------------------------------------------------------PG---------------SGE-----SSG---SQE-TG------------------------------GQGRGQ-HPQQ-----------------------------------    32
NaAGO1c --------------------------------------------------------------------------MVR--------------------------KK---------------------RTDL---------------------------------------------------------PG---------------GGE-----RSE---SQE-SG-----------------------------GGRGGAQ-RQLQQQ-------------------------QQG-----    38
PsAGO2 --------------------------------------------------------------------------MVR--------------------------KR---------------------RTDG---------------------------------------------------------P----------------GGE-----SSG---------------------------------------GQ-----HPAERSVP--------------------PQ-QQAA----    32
PsAGO1 --------------------------------------------------------------------------MVR--------------------------KR---------------------RTEG---------------------------------------------------------P----------------GGE-----SSD---------------------------------------GQ-----HPAERSVP--------------------PQ-QQAAVSGG    36
LuAGO1 --------------------------------------------------------------------------MVR--------------------------KR---------------------RTENT--------------------------------------------------------PS---------------GGE-----SSE---PQD-PS---S--GSGQ-------------------VGR-GGG-PQGGRGGG------------------QQPQ-QAGAPQGG    54
LuAGO5 MLLGT-GVAALSYSLCVYIQCPVFRFVNVVRDWVATFISSAVGTCSVHMIFLESQLY----FFSTGIV-----KMVR--------------------------KR---------------------RTENP--------------------------------------------------------PS---------------GGE-----SSE---PQD-PSF-----GSGQ-------------------GGRGGGA-PQGGRGGG------------------QQPQ-QVGAPQVG   119
LuAGO10b --------------------------------------------------------------------------MVR--------------------------KK---------------------RTDGQ--------------------------------------------------------PG---------------SGE-----GSE---PQH-SA------GS----------------------GR-GSP-PSSERGGG-------------------QPQ-QGS-----    44
BdAGO1Dlike --------------------------------------------------------------------------MGS--------------------------R----------------------RPRL---------------------------------------------------------PG---------------FG-------------DD-GG------------------------------GR-GGQ----------------------------------------    21
HvAGO1b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
OsAGO1C --------------------------------------------------------------------------MAS--------------------------RR----------------------------------------------------------------------------------PT---------------HRH-----HTE---APD-PG------------------------------GR--------------------------------------------    20
SbAGO1a --------------------------------------------------------------------------MGS--------------------------R----------------------RGRQH--------------------------------------------------------PG---------------AGH-----AAQ---PPQ-PG------------------------------GR-GAA-----RAQQ------------------PPPQ-PA------    37
OsAGO1D --------------------------------------------------------------------------MGS--------------------------R----------------------RPRL---------------------------------------------------------PG---------------FGE-----DCE----PR-GG------------------------------GR-GG-----------------------------------------    24
ZmAGO1d M----------------YITQPKKK----------------------RIEFVSFTAH----------------GMGS--------------------------W----------------------RQKL---------------------------------------------------------PG---------------LGEG-SGSGSQ---AAE-AG------------------------------G--GGR----------------------------------------    49
SbAGO1b --------------------------------------------------------------------------MGS--------------------------W----------------------RPKL---------------------------------------------------------PG---------------LGE-----GSQ---DAE-PG------------------------------G--GGR----------------------------------------    25
BdAGO1Clike --------------------------------------------------------------------------MGS--------------------------RRG--------------------RQQQH--------------------------------------------------------PG---------------SSE-----GSQ---PPN-PG------------------------------GR-GGP--------------------------------------GA    31
MdAGO10c --------------------------------------------------------------------------MVR--------------------------KK---------------------RNQN---------------------------------------------------------PG---------------GGE-----GSQ---PQE-GS------------------------------G--GSD-QSSQRSSP-------------APAPAPAPQ-QYYE--GG    49
PprAGO1b --------------------------------------------------------------------------MGR--------------------------KK---------------------RTQN---------------------------------------------------------PS---------------GGE-----SSE---PQE-GS------------------------------G--GSD-QAFQRTSP-------------SPSPSPSPQ-QHNE--GP    49
PptAGO5 --------------------------------------------------------------------------M---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     1
PptAGO1 --------------------------------------------------------------------------MPR--------------------------RR---------------------KT-----------------------------------------------------------PR---------------ELE----ESAQ---AQA-LAE-AQ--ASA-------------------LAGAEGSA-PSAVAPEP-----------------ASTPT-PAA-----    51
PptAGO10 --------------------------------------------------------------------------MYG--------------------------RP---------------------SR-----------------------------------------------------------P----------------------------------------------------------------------------------------------------------------     8
SmAGO10 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
SmAGO1a --------------------------------------------------------------------------MPR--------------------------RR---------------------KT-----------------------------------------------------------PR---------------EDE----KGSS---PPS-SS------------------------------G--ASP-QPPPRAAA-----------SSSSSSTPPPQ---------    44
EgAGO10b --------------------------------------------------------------------------MVR--------------------------KR---------------------RTPA---------------------------------------------------------PG---------------AGE-----GSE---PRE-PREP----------------------------GE-GSH-------------------------HGSQPS-----T---    36
SmAGO1b --------------------------------------------------------------------------MGA--------------------------PP---------------------RPQV---------------------------------------------------------PR-----------------------------------------------------------------GG-GRE----------------------------------------    16
AlAGO5 --------------------------------------------------------------------------MSN--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------GGHGGA----------------------------------------    10
AtAGO5 --------------------------------------------------------------------------MSN--------------------------RG----------------------------------------------------------------------------------------------------------------------------------------------------GGGHGGA----------------------------------------    12
CrbAGO5 --------------------------------------------------------------------------MSN--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------GGHGGG----------------------------------------    10
BrAGO5 --------------------------------------------------------------------------MSS--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------GGRGG-----------------------------------------     9
ThAGO5 --------------------------------------------------------------------------MSS--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------GGYGGA----------------------------------------    10
CsnAGO5 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
CsnAGOlike --------------------------------------------------------------------------MSR--------------------------S------------------------------------------------------------------------------------------------------------------------------------------------------GG--------------------------------------------     6
MeAGO5 --------------------------------------------------------------------------MSR--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------     5
MeAGOlike --------------------------------------------------------------------------MSR--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------     5
RcAGO5 --------------------------------------------------------------------------MSH--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------     5
PtAGOlike2 --------------------------------------------------------------------------M---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     1
PtAGOlike3 --------------------------------------------------------------------------MSR--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------     5
VvAGO5like --------------------------------------------------------------------------MSR--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------GGA-------------------------------------------     7
MdAGO5b --------------------------------------------------------------------------MSQ--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------     5
MdAGO5a --------------------------------------------------------------------------MSQ--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------     5
PprAGO5 --------------------------------------------------------------------------MSQ--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------     5
NaAGO5 --------------------------------------------------------------------------MSE--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------     5
PtAGOlike1 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
MgAGO5 --------------------------------------------------------------------------MSG--------------------------I------------------------------------------------------------------------------------------------------------------------------------------------------GS-EG-----------------------------------------     8
GmAGO5like2 --------------------------------------------------------------------------MSP--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------     5
CpAGO5 M------------------------------------------------------------------------FLCR--------------------------SL---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
BdMEL1like --------------------------------------------------------------------------MAY--------------------------C------------------------------------------------------------------------------------------------------------------------------------------------------GG-GG-----------------------------------------     8
HvAGO5 --------------------------------------------------------------------------MAY--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------GG-G------------------------------------------     7
OsMLE1 --------------------------------------------------------------------------MAY--------------------------R------------------------------------------------------------------------------------------------------------------------------------------------------GG-GR-----------------------------------------     8
BdMELlike --------------------------------------------------------------------------MVP-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
OsAGO14 --------------------------------------------------------------------------MAS--------------------------RGG--------------------------------------------------------------------------------------------------DGL----------------------------------------------VGG-GRG-----------------------------PL---------    17
VvMEL1like --------------------------------------------------------------------------MSG--------------------------RE---------------------RSYE--------------------------------------------------------------------------IGES--PSSSE-RGPQR-AAETSA--GATARRYDRYEHQRAPGAFTRD--GG-GRHYDRVEQRFPVDASLAVTESSGRFDLHDHHPTLEASS-N-S    94
BdAGO12like --------------------------------------------------------------------------MSS--------------------------RG---------------------------------------------------------------------------------------------------GGR-----------------------------------------------GGGGRR----------------------------------------    14
OsAGO12 --------------------------------------------------------------------------MSS--------------------------RG----------------------------------------------------------------------------------------------------------------------------------------------------GGGGGRR----------------------------------------    12
OsAGO11 --------------------------------------------------------------------------MSS--------------------------RG----------------------------------------------------------------------------------------------------------------------------------------------------GGVGGRR----------------------------------------    12
OsAGO17 --------------------------------------------------------------------------MES--------------------------QR---------------------------------------------------------------------------------------------------------------------MTWL--------------------------------------------------------------------------     9
OsAGO13 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
BdAGO18like --------------------------------------------------------------------------MAN--------------------------RGG-------------------------------------------------------------------------------------------------RGGH----DGGQ-HYGGR--------------------------------DGGGGGG------------------------------------Q---    27
OsAGO18 --------------------------------------------------------------------------MAS--------------------------RGGG----------QHQ------RHQQQQ-----------------------------------------------------QQPG--------GYGRGGGGGRGRGRDGAP-YSGGRGRGQDGSYPGGRGGGY----------------GGGGGGG----------------------------GPP---------    69
TcAGO1b --------------------------------------------------------------------------MSL-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
TcAGO1a --------------------------------------------------------------------------MSL-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
HsAGO2 --------------------------------------------------------------------------MYS-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
AlAGO7 --------------------------------------------------------------------------MEE--------------------------KT-----------------------------------------------------------------------------------------------------Q------------------------------------------------SHHH-----------------------------------------    10
AtAGO7 --------------------------------------------------------------------------MEE--------------------------KT-------------------------------------------------------------------------------------------------------------------------------------------------------HHH-----------------------------------------     8
CrbAGO7 --------------------------------------------------------------------------MED--------------------------KT----------------------------------------------------------------------------------------------------------------------------------------------------KTQSHH-----------------------------------------    11
ThAGO7 --------------------------------------------------------------------------MEE--------------------------KT------------------------------------------------------------------------------------------------------------------------------------------------------QSHH-----------------------------------------     9
BrAGO7 --------------------------------------------------------------------------MEE--------------------------KT------------------------------------------------------------------------------------------------------------------------------------------------------KNHH-----------------------------------------     9
CpAGO7 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
MeAGO7b --------------------------------------------------------------------------MED--------------------------S------------------------------------------------------------------------------------------------------E------------------------------------------------ESNA-----------------------------------------     9
PtAGO7 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
RcAGO7 --------------------------------------------------------------------------MEE--------------------------T------------------------------------------------------------------------------------------------------R------------------------------------------------ESNA-----------------------------------------     9
MeAGO7a --------------------------------------------------------------------------MED--------------------------S------------------------------------------------------------------------------------------------------D------------------------------------------------ESNG-----------------------------------------     9
MdAGO7b --------------------------------------------------------------------------MED--------------------------T------------------------------------------------------------------------------------------------------E------------------------------------------------NSNG-----------------------------------------     9
PprAGO7 --------------------------------------------------------------------------MEE--------------------------T------------------------------------------------------------------------------------------------------E------------------------------------------------ESNG-----------------------------------------     9
VvAGO7like --------------------------------------------------------------------------MEE--------------------------T------------------------------------------------------------------------------------------------------D------------------------------------------------KSNA-----------------------------------------     9
CsnAGO7 --------------------------------------------------------------------------MEE--------------------------TA-----------------------------------------------------------------------------------------------------D------------------------------------------------ESNA-----------------------------------------    10
MdAGO7a --------------------------------------------------------------------------MAD--------------------------T------------------------------------------------------------------------------------------------------E------------------------------------------------NSNG-----------------------------------------     9
GmAGO7like --------------------------------------------------------------------------MEE--------------------------TD-----------------------------------------------------------------------------------------------------E------------------------------------------------STNA-----------------------------------------    10
PvAGO7 --------------------------------------------------------------------------MEE--------------------------AE-----------------------------------------------------------------------------------------------------E------------------------------------------------CTNA-----------------------------------------    10
LjAGO7 --------------------------------------------------------------------------MEE--------------------------TE-----------------------------------------------------------------------------------------------------D------------------------------------------------STNA-----------------------------------------    10
MtAGO7 --------------------------------------------------------------------------MEQ--------------------------QE-----------------------------------------------------------------------------------------------------N------------------------------------------------STNN-----------------------------------------    10
NaAGO7 --------------------------------------------------------------------------MEE--------------------------TE-----------------------------------------------------------------------------------------------------E------------------------------------------------SNNR-----------------------------------------    10
EgAGO7 --------------------------------------------------------------------------MDE--------------------------T------------------------------------------------------------------------------------------------------E------------------------------------------------ESKA-----------------------------------------     9
LuAGO7 --------------------------------------------------------------------------MED--------------------------TA-----------------------------------------------------------------------------------------------------E------------------------------------------------QPKP-----------------------------------------    10
MgAGO7 --------------------------------------------------------------------------MEE--------------------------EK-----------------------------------------------------------------------------------------------------Q-----------QEE--------------------------------KSNTNN-----------------------------------------    15
BdAGO7like --------------------------------------------------------------------------MER--------------------------EGE---------------------------------------------------------------------------------------------------AK-----------NER--------------------------------KARGGG-----------------------------------------    17
OsSHL4 --------------------------------------------------------------------------MEG--------------------------ERE-------------------------------------------------------------------------------------------GV-----VAK-----------NED--------------------------------NAGGGG-----------------------------------------    20
SbAGO7 --------------------------------------------------------------------------MEG--------------------------EAA--------------------------------------------------------------------------------------------------VAK-----------NER--------------------------------KVGGGG-----------------------------------------    18
AlAGO3 --------------------------------------------------------------------------MER--------------------------G---------------------------------------------------------------------------------------------GY-------R-----G---------------------------------------------------------------------------------------     8
AtAGO3 --------------------------------------------------------------------------MDR--------------------------G---------------------------------------------------------------------------------------------GY-------R-----GGRGDGRGR-GGG-----GDRGRGY----------------SGRGDGR----------------------------------------    33
AlAGO2 --------------------------------------------------------------------------MER--------------------------G---------------------------------------------------------------------------------------------GY-------R-----G---------------------------------------------------------------------------------------     8
AtAGO2 --------------------------------------------------------------------------MER--------------------------G---------------------------------------------------------------------------------------------GY-------R-----G---------------------------------------------------------------------------------------     8
CrbAGO2 --------------------------------------------------------------------------MER--------------------------G---------------------------------------------------------------------------------------------GY-------R-----G---------------------------------------------------------------------------------------     8
ThAGO2 --------------------------------------------------------------------------MER--------------------------G---------------------------------------------------------------------------------------------GY-------R-----G---------------------------------------------------------------------------------------     8
BrAGO2a --------------------------------------------------------------------------MER--------------------------G---------------------------------------------------------------------------------------------GY-------R-----G---------------------------------------------------------------------------------------     8
BrAGO2b --------------------------------------------------------------------------MER--------------------------G---------------------------------------------------------------------------------------------RY-------R-----G---------------------------------------------------------------------------------------     8
CrbAGO3 --------------------------------------------------------------------------MQR--------------------------G---------------------------------------------------------------------------------------------GS-------K-----G---------------------------------------------------------------------------------------     8
CpAGO2 --------------------------------------------------------------------------MER--------------------------R---------------------------------------------------------------------------------------------GY-------R------------ER-------------------------------------------------------------------------------     9
GmAGO2like1 --------------------------------------------------------------------------MAS-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
MtAGO2 --------------------------------------------------------------------------MEA--------------------------AGE-------------------------------------------------------------------------------------------GY-------G-----G-------R---------------------------------GTQQPS-----------------------DEVSLQPE---------    25
GmAGO2like2 --------------------------------------------------------------------------MER--------------------------G---------------------------------------------------------------------------------------------AY-------R-----G-------R-------------------------------------------------------------------------------     9
MtAGO3 --------------------------------------------------------------------------MDQ--------------------------R---------------------------------------------------------------------------------------------GF-----------------------------------------------------------------------------------------------------     6
VvAGO2like --------------------------------------------------------------------------MAV--------------------------SI--------------------------------------------------------------------------------------------GEE-AAVITRA---IATE-EALEE-------------------------------VEGLGTAE----------------------------------------    32
NaAGO2 --------------------------------------------------------------------------MDR--------------------------G---------------------------------------------------------------------------------------------NY-------R-------------R---------------------------------GGGDSS----------------------------------------    14
SlAGOlike1 --------------------------------------------------------------------------MIY------------------------------------------------------------------------------------------------------------------------SY-----------------------------------------------------------------------------------------------------     5
SlAGOlike2 --------------------------------------------------------------------------MDR--------------------------G---------------------------------------------------------------------------------------------NY-------Q-------------R---------------------------------GGGDNT----------------------------------------    14
SlAGOlike3 --------------------------------------------------------------------------MDR--------------------------GN--------------------------------------------------------------------------------------------NN------GR-----GGD---RKR-------------------------------------------------------------------------------    15
BdAGO2like --------------------------------------------------------------------------MAY--------------------------RN----------------------------------------------------------------------------------------------------GR------------DR--------------------------------GGRGGGR----------------------------------------    16
HvAGO3 --------------------------------------------------------------------------MDY--------------------------EQG-------------------------------------------------------------------------------------------GG-----GGR-----G---RGRSR-GGGG---RGGAPGGY-------GP-------QGGGGGY----------------------------------------    38
OsAGO2 --------------------------------------------------------------------------MEH--------------------------ER--------------------------------------------------------------------------------------------GG-----GGR-----G---RGRGR-GGG----RGGGGG------------------DGRGGGY----------------------------------------    32
OsAGO3 --------------------------------------------------------------------------MAG--------------------------RG----------------------------------------------------------------------------------------------------GR-----------DPR--------------------------------RGYDGGY----------------------------------------    17
TcAGO2b --------------------------------------------------------------------------MIK--------------------------IFF----------------------------------------------------------------------------------------------------R---------------------------------------------------------------------------------------------     7
TcAGO2a --------------------------------------------------------------------------MA--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     2
AlAGO9 --------------------------------------------------------------------------MDS--------------------------NE---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
CrbAGO9 MAGL----KIFVSRLYTTTKRL---------------------------------------------------EMDS--------------------------ED---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    24
AtAGO9 --------------------------------------------------------------------------MDS--------------------------DE---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
BrAGO9a --------------------------------------------------------------------------MGS--------------------------D----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
ThAGO9 --------------------------------------------------------------------------MDS-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
BrAGO9b --------------------------------------------------------------------------MGC--------------------------D----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
BrAGO9c --------------------------------------------------------------------------MDS--------------------------H----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
AlAGO8 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
AtAGO8 --------------------------------------------------------------------------MDT-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
CrbAGO8 --------------------------------------------------------------------------MDT-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
AlAGO4 --------------------------------------------------------------------------MDS------------------------T-NGN--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
CrbAGO4 --------------------------------------------------------------------------MDS------------------------T-NGN--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
AtAGO4 --------------------------------------------------------------------------MDS------------------------T-NGN--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
BrAGO4 --------------------------------------------------------------------------MDA------------------------T-TGN--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
ThAGO4 --------------------------------------------------------------------------MDS------------------------T-NGN--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
CpAGO4 MLEI----------------------------------------------YIP-------------------RYMVA-----------------------DI-DME--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    17
CsnAGO4 --------------------------------------------------------------------------MDS------------------------F-EPD--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
MeAGO4 --------------------------------------------------------------------------MDS------------------------I-E----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
RcAGO4a --------------------------------------------------------------------------MDS------------------------F-EPD--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
EgAGO4a --------------------------------------------------------------------------MDS------------------------S-E----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
PhAGO4like --------------------------------------------------------------------------MESALVPD----------VVNGNGESSL-EPD--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    21
VvAGO4 --------------------------------------------------------------------------MDS-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
CstAGO4 --------------------------------------------------------------------------MSS------------------------N-E----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
PprAGO4a --------------------------------------------------------------------------MDS------------------------F-EPD--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
MgAGO4 --------------------------------------------------------------------------MDPSELNGSEAELNGNGAELNGNG---A-ELN--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    28
NaAGO4a --------------------------------------------------------------------------MAE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
NbAGO4-1 --------------------------------------------------------------------------MAE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
NaAGO4b --------------------------------------------------------------------------MAE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
NbAGO4-2 --------------------------------------------------------------------------MAE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
SlAGO4a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
GmAGOlike2 --------------------------------------------------------------------------MDS------------------------F-E----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
PvAGO9 --------------------------------------------------------------------------MSS------------------------F-E----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
GmAGO4like --------------------------------------------------------------------------MAS------------------------S-G----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
PvAGO4 MQE-----------------------------------------------------------------------MSS------------------------F-E----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     8
MtAGO4b MHRT-------------NFIHILF-----V------LF----------SNFIH---------FTAQ------NTLHS---------------FFSFLSQTFFKE----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    40
MtAGO4c MHRT-------------NFIHILF-----V------LF----------SNFIH---------FTAQ------NTLHS---------------FFSFLSQTFFKE----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    40
EgAGO4c --------------------------------------------------------------------------MES------------------------S-GPE--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
EgAGO4b --------------------------------------------------------------------------MES------------------------S-GPE--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
SlAGO4b --------------------------------------------------------------------------MAE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
MtAGO4d --------------------------------------------------------------------------MSS-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
LuAGO4b MASFV--CTVWSALLLDSVADLLL-----L------LLL---IKLIWSLGFLKALVL---GCLASQLLLLLYSDMAS------------------------V-DPD--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    62
LuAGO4a --------------------------------------------------------------------------MAS------------------------V-DPD--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
MtAGO4a --------------------------------------------------------------------------MRS--------------------------Q----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
PtAGO4b --------------------------------------------------------------------------MES------------------------TEEPE--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     8
RcAGO4b --------------------------------------------------------------------------MEP-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
CsnAGO9 --------------------------------------------------------------------------MGS-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
MdAGO4 --------------------------------------------------------------------------MER------------------------L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
PprAGO4b --------------------------------------------------------------------------MES------------------------S------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
PtAGO4a --------------------------------------------------------------------------MES-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
NaAGO9 --------------------------------------------------------------------------MAS--------------------------S----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
BdAGO4Alike --------------------------------------------------------------------------MES--------------------------H----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
OsAGO4A --------------------------------------------------------------------------MES--------------------------N----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
ZmAGO4 --------------------------------------------------------------------------MES--------------------------H----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
OsAGO4B --------------------------------------------------------------------------MDA--------------------------H----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
SbAGO4 --------------------------------------------------------------------------MGS--------------------------H----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
BdAGO4Blike --------------------------------------------------------------------------MGS--------------------------D----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
MgAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
MdAGO9 --------------------------------------------------------------------------MES--------------------------S----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
ThAGO8 --------------------------------------------------------------------------MDS-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
VvAGO4Alike --------------------------------------------------------------------------MES--------------------------Q----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
GmAGO4Blike --------------------------------------------------------------------------MEV-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
AlAGO6 --------------------------------------------------------------------------MEK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
AtAGO6 --------------------------------------------------------------------------MET-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
CrbAGO6 --------------------------------------------------------------------------MET-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
BrAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
ThAGO6 --------------------------------------------------------------------------MEI-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
BdAGO16like --------------------------------------------------------------------------MAV-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
CsnAGO6 --------------------------------------------------------------------------MAK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
PtAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
VvAGO16like MAQNGK-ASSPNSRRYDPQEEILANREGP----------N--RNGIKKVTSLQAVIQ----CHPHRFYC-FNCKMEK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    59
RcAGO6 --------------------------------------------------------------------------MDK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
NaAGO8 --------------------------------------------------------------------------MEG-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
LuAGO9 --------------------------------------------------------------------------MAK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
LuAGO6 --------------------------------------------------------------------------MAK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
MgAGO6 --------------------------------------------------------------------------MGT-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
GmAGO16like --------------------------------------------------------------------------MTE--------------------------E----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
MtAGO6 --------------------------------------------------------------------------MVS-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
CpAGO6 --------------------------------------------------------------------------MEK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
MtAGO4e --------------------------------------------------------------------------MEY-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
PgAGO --------------------------------------------------------------------------MES--------------------------KDI--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     6
PptAGOlike1 --------------------------------------------------------------------------MDG-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
PptAGOlike3 --------------------------------------------------------------------------MSE-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
PptAGOlike2 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
CrnAGO6 --------------------------------------------------------------------------MDQ--------------------------NCNI------------------------------------------------------------------------------------------GF-----ATTG----GGG--------------------------------------YGGGGGY----------------------------------------    23
VcAGOlike --------------------------------------------------------------------------MHI--------------------------FAT----------------------------------------------------------------------------------------------------E-----SSA-V------------------------------------LGSMLAN----------------------------------------    18
CrnAGOlike --------------------------------------------------------------------------MGQ------------------------------------------------------------------------------------------------------------------------GAW----ATD----------------------------------------------AAAGPAW---------------------------IAPM---------    20
CrnAGO2like --------------------------------------------------------------------------MLS--------------------------KVQ--------------------------------------------------------------------------------------------------LPR-------------R--------------------------------AGRANSA----------------------------------------    17
CrnAGO2 --------------------------------------------------------------------------MLS--------------------------KVQ--------------------------------------------------------------------------------------------------LPR-------------R--------------------------------AGRANSA----------------------------------------    17
YeastAGO ---------------------------------------S----------------------------------TEK--------------------------TVD--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
TcAGO3 --------------------------------------------------------------------------MEQ--------------------------KPAP--------------------------------------------------------------------------------------------------------------------------------------------------KGRGALL----------------------------------------    14
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AlAGO10 ------------------------------------------------------NHNPK-----------------------------------------------------------------------------------------------------TVQ------------NG------------KI----------------------------------PP-----SP------------------------------------------------------------------    38
AtAGO10 ------------------------------------------------------HHNPK-----------------------------------------------------------------------------------------------------TVQ------------NG------------KI----------------P-----------------PP-----SPS---------------------------P-------------------------------------    41
CrbAGO10 ------------------------------------------------------NHNPK----------------------------------------------------------------------------------------------------TTVQ------------NG------------KI----------------T-----------------PL-----TPV---------------------------T-------------------------------------    69
ThAGO10 ------------------------------------------------------QHNPK-----------------------------------------------------------------------------------------------------TVQ------------TG------------KI----------------------------------PPP---LPP------------------------------------------------------------------    42
BrAGO10 ------------------------------------------------------KHLPK-----------------------------------------------------------------------------------------------------AVQ------------NA------------KA----------------------------------PP-----TP------------------------------------------------------------------    34
CpAGO10 ------------------------------------------------------QKHPK-----------------------------------------------------------------------------------------------------ATQ------------NG------------KG----------------------------------PP-----PQ------------------------------------------------------------------    43
CsnAGO10 ------------------------------------------------------QKQPK-----------------------------------------------------------------------------------------------------TAQ------------NG------------KG----------------------------------PP-----H-------------------------------------------------------------------    42
MeAGO10 ------------------------------------------------------QKHPK-----------------------------------------------------------------------------------------------------TSQ------------NG------------KG----------------------------------PP-----P-------------------------------------------------------------------    42
RcAGO10a ------------------------------------------------------QKHHK-----------------------------------------------------------------------------------------------------IAQ------------NG------------KG----------------------------------PP-----QS------------------------------------------------------------------    43
PtAGO10 ------------------------------------------------------QKHHK-----------------------------------------------------------------------------------------------------TAQ------------NG------------KG----------------------------------PP-----QP------------------------------------------------------------------    43
VvAGO10like ------------------------------------------------------QKPPK-----------------------------------------------------------------------------------------------------TAQ------------NG------------KG----------------------------------PP-----S-------------------------------------------------------------------    42
MdAGO10a ------------------------------------------------------QKAPK-----------------------------------------------------------------------------------------------------TAQ------------NG------------KG----------------------------------PP-----P-------------------------------------------------------------------    41
PprAGO10 ------------------------------------------------------QKQPK-----------------------------------------------------------------------------------------------------TAQ------------NG------------KG----------------------------------PP-----P-------------------------------------------------------------------    42
MdAGO10b ------------------------------------------------------QKAPK-----------------------------------------------------------------------------------------------------TAQ------------NG------------KG----------------------------------XP-----P-------------------------------------------------------------------    41
GmAGO10like ------------------------------------------------------KKTTK-----------------------------------------------------------------------------------------------------AAQ------------NG------------KG----------------------------------PP-----P-------------------------------------------------------------------    42
PvAGO10a ------------------------------------------------------KKTTK-----------------------------------------------------------------------------------------------------AAQ------------NG------------KG----------------------------------PP-----P-------------------------------------------------------------------    42
NaAGO10 ------------------------------------------------------QKNPK-----------------------------------------------------------------------------------------------------TAQ------------NG------------KG----------------------------------PP-----I-------------------------------------------------------------------    42
MdAGO1b -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------MA------------KV----------------------------------HH-----P-------------------------------------------------------------------     7
LuAGO10a ------------------------------------------------------KHHTP-----------------------------------------------------------------------------------------------------AAQ------------SG------------KG----------------TA--------------PQPP-----SS------------------------------------------------------------------    50
EgAGO10a ------------------------------------------------------QKSPK-----------------------------------------------------------------------------------------------------TTQ------------NG------------KG----------------------------------PP-------------------------------------------------------------------------    46
MgAGO10 ------------------------------------------------------TKNPK-----------------------------------------------------------------------------------------------------TAQ------------TG------------KG----------------AA--------------A-PP-----PP------------------------------------------------------------------    48
BdPNH1like -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GG------------RA---------------GQA--------------RKQP-------------------------------------------------------------------------    31
SbAGO10a -------------------------------H-----HH---------HHQGPANKG----------------------------------------------------------------------------------------------------------------------GG------------HA----------------ER--------------TKQP-------------------------------------------------------------------------    38
ZmAGO10a ------------------------------------------------LHQGSSAK-----------------------------------------------------------------------------------------------------------------------GG------------HA----------------ER--------------RKQP-------------------------------------------------------------------------    36
ZmAGO10b ------------------------------------------------HHQG-AAK-----------------------------------------------------------------------------------------------------------------------GG------------HA----------------ER--------------RKQP-------------------------------------------------------------------------    32
OsPNH1 -------------------------------G-----HG---------HGHGHGGG-----------------------------------------------------------------------------------------------------------------------GG------------GP----------------AA--------------RKQP-------------------------------------------------------------------------    38
CpAGO1 ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------KN-------------------------------QNKSS-----Q-------------------------------------------------------------------    27
CstAGO1b -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------HG---------------------------------------------------------------------------------------------------------------------------    26
GmPNH1like1 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    13
PvAGO10b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    13
GmPNH1like2 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   153
MtAGO10 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     2
MeAGO1 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    21
RcAGO10b ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------KNL------------------------------------------------------------------------------------------------------------    27
VvPNH1 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------NQ------------QT----------------------------------SS-----E-------------------------------------------------------------------    32
AlAGO1 ---------GGG---------------QQQ-G------G-----------RGYTPQS--------------------------------------------------------------------------------------------------------QQ------------GG------------RG----------------GR--G-----------YGQP-----P-------------------------------------------------------------------    70
CrbAGO1 QHQGGGQHQGGG---------------QHQ-G------G-----------RGYNPQY--------------------------------------------------------------------------------------------------------QQ------------GG------------RG----------------GR--G-----------YGQP-----PQQQY---------------------------------------------------------------    87
AtAGOlike ---------GGG---------------QHQ-G------G-----------RGYTPQP--------------------------------------------------------------------------------------------------------QQ------------GG------------RG----------------GR--G-----------YGQP-----P-------------------------------------------------------------------   106
AtAGO1 ---------GGG---------------QHQ-G------G-----------RGYTPQP--------------------------------------------------------------------------------------------------------QQ------------GG------------RG----------------GR--G-----------YGQP-----P-------------------------------------------------------------------    68
ThAGO1 ---------GGG---------------QYQ-G------G-----------RGYNPQT--------------------------------------------------------------------------------------------------------QQ------------GG------------RG-----G----------GR--G-----------YGGP-----P-QEY------------------------GG-------------------------------------    81
BrAGO1 ---------GGG---------------QQQ-G------G-----------RGYSPQS--------------------------------------------------------------------------------------------------------QQ------------GG------------RG-----G----------GR--G-----------YGQP-----QQQQY------------------------GGP--------REGH-----------------------P    81
BdAGO1Alike -------------------------------G------G-----------SNRAHANTQ----------------------------------------------------------------------------------------------------YSQQ------------GG------------RG-----GGHYQ------DX-------------------------------------------------------------------------------------------    81
BdAGO1Blike -----------G-------------------G------G-----------RGWVP----------------------------------------------------------------------------------------------------------PQ------------GG------------RG-----GGPHQ------GR--GGPY------QGPGGPAPPEFQQRDY---------------------------------------------------------------    79
HvAGO1a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
SbAGO10b -----------G-------------------G------G-----------RGWVP----------------------------------------------------------------------------------------------------------QQ------------GG------------RG-----GGQHQ------GR--GGHY------QGRGGP-------------------------------------------------------------------------    73
ZmAGO1a -----------G-------------------A------G-----------RGWVP----------------------------------------------------------------------------------------------------------QQ------------GG------------RG-----GGQHQ------GR--GGHY------QGRGGP-------------------------------------------------------------------------    73
OsAGO1B -----------G-------------------G------G-----------RGWVP----------------------------------------------------------------------------------------------------------QH------------GG------------RG-----GGQYQ------GR--GGHY------QGRGGQ-------------------------------------------------------------------------    86
HvAGO10 ----------GG-------------------G------G-----------RGWVP----------------------------------------------------------------------------------------------------------QQ------------GG------------RG-----GGQHL------GR-GGGQY------QGRGGP--PEYQQRDYQGRGQAGGGLPEYQQRDYQGRGQTGGGPPEYQQRGPQGRGNSGGGPPEYQPRGPQGRGNPGGG   141
ZmAGO1c -----------G-------------------G------G-----------RGWVP----------------------------------------------------------------------------------------------------------QQ------------GG------------HG-----GGQHQ------GR--DRHY------QGRGGP-------------------------------------------------------------------------    68
OsAGO1A -------------------------------G------G-----------GGWQPANPQ----------------------------------------------------------------------------------------------------YAQQ------------AG------------RG-----GGQHQ------GR--GGRY------QGRGGP-------------------------------------------------------------------------    91
SbAGO10c -----------------------------------------------------------------------------------------------------------------------------------------------------------------QQ------------GA------------RG-----GGQHQ------GR--GG-Y------QGRGAP-------------------------------------------------------------------------    53
ZmAGO1b -----------------------------------------------------------------------------------------------------------------------------------------------------------------QQ------------GA------------RG-----GGQHQ------VR--GG-Y------PGHGVP-------------------------------------------------------------------------    53
CsnAGO1 ---------GGGG-------------TGYQ-G-----SG-----------RGWGPPS--------------------------------------------------------------------------------------------------------QQ------------GG------------RG-----G-YGG------GR--G-----------RGGP-----Q-------------------------------------------------------------------    80
RcAGO1 ---------PGG---------------PYQ-G------G-----------RSWGPQS--------------------------------------------------------------------------------------------------------QQ------------GG------------RG-----G-GGR------GR--S-----------GGMS-----Q-------------------------------------------------------------------    73
PtAGO1 ---------GGG---------------GYQ-G------G-----------RGWGPQS--------------------------------------------------------------------------------------------------------QQ------------GG------------RG-----G-GYG------GR--G-----------RGGM-----Q-------------------------------------------------------------------    75
MdAGO1a ---------GAG---------------NYQ-G------G-----------RGPAPQ-----------------------------------------------------------------------------------------------------------------------GG------------RG-----G-YGG------GR-GG-----------RGVP-----QQQQY------------------------GG-------------------------------------    75
PprAGO1a ---------GGG---------------SYQ-G------G-----------RGLGPQGGRGG----------------------------------------------------------------------------------------------------YE------------GG------------RG-----GSYGG------GR-GG-----------RGVP-----Q-------------------------------------------------------------------    80
GmAGOlike1 ------AAPGGA---------------GPQ-G------G-----------RGWGPQ-----------------------------------------------------------------------------------------------------------------------GG------------RG-----G-YGG------GR--S-----------RGMP-------------------------------------------------------------------------    66
PvAGO1 ------AAPGGT---------------GPQGG------G-----------RGWGPQ-----------------------------------------------------------------------------------------------------------------------GG------------RG-----G-YGG------GR--S-----------RGMP-----Q-QQY---------------------------------------------------------------    69
CstAGO1a ---------GGS---------------GYQ-R------G-----------RGWGSQ-----------------------------------------------------------------------------------------------------------------------GG------------RG-----G-QGG-----GGR--G-----------RGTS-----Q-------------------------------------------------------------------    68
EgAGO1 ----------GG---------------GHP-A------G-----------RGWGPQG--------------------------------------------------------------------------------------------------------QR------------GG------------YG-----G-YGG------GR--G-----------RGMP-----Q-------------------------------------------------------------------    73
VvAGO1like ---------TGM---------------GFQ-G------G-----------RGWAPQS--------------------------------------------------------------------------------------------------------QQ------------SG------------RG-----G-YAG------GR--G--------PQRGGMA-----P-------------------------------------------------------------------    84
VvAGO1Blike ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     1
MgAGO1 Q-------QQGG-------------------G------G-----------RGWTPQR----------------------------------------------------------------------------------------------------------------------GG------------YG-----G-RGG------GG--G-----------RMAP-------------------------------------------------------------------------    88
NaAGO1a ---------------------------HQQGG------G-----------RGWAPQH----------------------------------------------------------------------------------------------------------------------GG------------HG-----G-RGG---GGAPR--G-----------GMAP-------------------------------------------------------------------------    69
NbAGO1-1 ---------------------------HQQGG------G-----------RGWAPQH----------------------------------------------------------------------------------------------------------------------GG------------HG-----G-RGG---GGAPR--G-----------GMAP-------------------------------------------------------------------------    69
NtAGO1 ---------------------------HQQGG------G-----------RGWAPQH----------------------------------------------------------------------------------------------------------------------GG------------HG-----G-RGG---GGAPR--G-----------GMGP-------------------------------------------------------------------------    71
NaAGO1b QGAQETGAQGRGQRPQ-------QQQGGYQGG------G-----------RGWRPQQ----------------------------------------------------------------------------------------------------------------------GG------------YG-----G-RGA---GGPPR--G-----------GMAP-----Q-QSY------------------------GG-------------------------------------   121
NbAGO1-2 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    32
NaAGO1c ---------------------------SSQGG------G-----------RGWGLHR----------------------------------------------------------------------------------------------------------------------GG------------YR-----G-HGG----EAPR--G-----------GMAP-------------------------------------------------------------------------    68
PsAGO2 -------VSGGG---------------GPQ-G------G-----------RGRGPQGGRGGYG--------------------------------------------------------------------------------------------GRGMPQQQHGAPPEYQGRGRGGQYGA--PSDYQGRG----RGGQYGAPSDYQGR--G-----------RGGP-----P-------------------------------------------------------------------   109
PsAGO1 A-----GPQGGG---------------GPQ-G------G-----------RGWAPQ-----------------------------------------------------------------------------------------------------------------------GG------------RG-----G-YGG------GR-GG-----------RGMP-----Q-QQY------------------------GGAPPEYQGRGRGGHHQ-----PQQQY----------GA    98
LuAGO1 R--------GGGQQP--------LQGGVPQ-G------G-----------SGGGQQPLQGGVPQGGSGGGQQPLQGGVPQGGSGGGQQPLQGGVPQGGRGGGQQPQQFGGHQGGRGGGQQPQQFGGPQGGRGGGQQPQQFGGSQVCRGVGQQPQQGGGQQPQQ------------GG------------RG-----G-GYG------GR--G-----------RGAL-----Q-------------------------------------------------------------------   199
LuAGO5 R--------GGGQQP--------QQVGAPQ-G------G-----------RGGGQQPQQGGVP------------------------------------------------QGGRGGGQQPQQGGGPQGGR------------------------GGGQQPQQ------------GG------------RG-----G-GYG------GR--G-----------RGAP-----Q-------------------------------------------------------------------   192
LuAGO10b ---------RGG---------------GSQ-G------G-----------RGGGQQYQQGG--------------------------------------------------------GQQYQQGGGQQYQQ------------------------GGGQQYLQ------------GG------------RG-----GGYGG-----RGR--G-----------RGEG-----S-------------------------------------------------------------------   103
BdAGO1Dlike -----------GR------------------G------G-----------RGRGGFYPQQY----------------------------------------------------------------------------------------------------QQ------------GG------------RG----AAGSYH----YNGQ--GAAP------QPRGAT-----MV------------------------------------------------------------------    64
HvAGO1b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
OsAGO1C -------------------------------G-----RG-----------RGRAARYAQPQPQ---------------------------------------------------------PQ------------------------------------QQQQQ------------QG------------RG----------------CR-------------ARGAS-----PP------------------------------------------------------------------    56
SbAGO1a -------------------------------A------G-----------RGGG-------------------------------------------------------------------------------------------------------------------------GG------------RG-----GIQQQ------GR--GGGR------TSRGGS-------------------------------------------------------------------------    64
OsAGO1D -------------------------------G------G-----------RGRGSYYPQAQQY-------------------------------------------------------------------------------------------------HPQG----------HGG------------RG----GAGYYH----------GAAP------QPRGAM-----V-------------------------------------------------------------------    65
ZmAGO1d -------------------------------G------F-----------RGRGGFYHQQQS---------------------------------------------------------------------------------------------------PQ------------GG------------RGR---GTGYYS---------------------------------------------------------------------------------------------------    76
SbAGO1b ---------GPGR------------------G------F-----------RGRGGSYHQQL----------------------------------------------------------------------------------------------------PQ------------GG------------RG-----TGYYQ-----HGQ--GSML------QPRGVM-----M-------------------------------------------------------------------    67
BdAGO1Clike ---------GAGR------------------G------G-----------RGPGGAFPQQA----------------------------------------------------------------------------------------------------PQ------------GP------------GG----------------SR--------------AGQP-----P-------------------------------------------------------------------    61
MdAGO10c R--------GGGP-------------GGYQ-G------G-----------GGGGPGGYQGGGG---------------------------------------------GGPGGYQGGGGGP---GGYQGGR------------------------AWAQQGPQ------------GG-----------QRG----YGGGGG------GR--G-----------RGMP-----P-------------------------------------------------------------------   120
PprAGO1b ---------RGG---------------SYQ-G------G-----------RAWAPQGPQGPQG-----------------------------------------------------------------------------------------------PQGPQ------------GG-----------QRG----YGGGGG------GR--G-----------RGMP-----Q-------------------------------------------------------------------    94
PptAGO5 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     1
PptAGO1 ---------GGAAVPAPIPVSAPAQHVASQHV-----EG-----------QGHGQAHSQHL------------------------------------------------------GEGSQGQGSGHSQGQR----------------------------QRQG------------QG------------QG----QGQGQG-----QGQ--GQGQ------G-QGQG-----Q----------------------------G--------------------------------------   131
PptAGO10 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     8
SmAGO10 --------------------------------------------------MARHPQYSQHY----------------------------------------------------------------------------------------------------QV------------GG---------------------------------------------------------------------------------------------------------------------------    15
SmAGO1a ---------------------------ASQDA-----LA-----------MARHPQYSQHY----------------------------------------------------------------------------------------------------QV------------GG------------T--------------------------------------------------------------------------------------------------------------    67
EgAGO10b -------------------------------G------G-----------ATASQQSS---------------------------------------------------------------------------------------------------------------------GG----------------------------------------------ATAS-------------------------------------------------------------------------    52
SmAGO1b -------------------------------G-----------------------------------------------------------------------------------------------------------------------------------------------GG------------NG----NGGRYG-----RGR-AG-----------RGFP-----PH------------------------------------------------------------------    38
AlAGO5 --------------------------------------S-----------RGR--------------------------------------------------------------------------------------------------------------------------GG------------R------------------R-------------SDQRQ-------------------------------------------------------------------------    23
AtAGO5 --------------------------------------S-----------RGR-------------------------------------------------------------------------------------------------------------------------GGG------------R------------------R-------------SDQRQ-------------------------------------------------------------------------    26
CrbAGO5 --------------------------------------G-----------RGG-------------------------------------------------------------------------------------------------------------------------RGG------------R------------------R-------------SDQRQ-------------------------------------------------------------------------    24
BrAGO5 ---------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------GG------------R------------------R-------------SDQSP-------------------------------------------------------------------------    19
ThAGO5 --------------------------------------G-----------RG---------------------------------------------------------------------------------------------------------------------------GG------------RG-----------------R-------------SDQRP-------------------------------------------------------------------------    23
CsnAGO5 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
CsnAGOlike -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GG------------R------------------R-------------PDSRH-------------------------------------------------------------------------    15
MeAGO5 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GG------------R------------------R-------------PDSRS-------------------------------------------------------------------------    14
MeAGOlike -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GG------------R------------------R-------------QDFRR-------------------------------------------------------------------------    14
RcAGO5 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GG------------R------------------R-------------QESQR-------------------------------------------------------------------------    14
PtAGOlike2 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     1
PtAGOlike3 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GG------------R------------------R-------------SETRR-------------------------------------------------------------------------    14
VvAGO5like -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GG------------R------------------R-------------SDSRR-------------------------------------------------------------------------    16
MdAGO5b -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------RG------------RG-----------------R----------------HS-------------------------------------------------------------------------    12
MdAGO5a -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------RG------------RG-----------------R----------------HS-------------------------------------------------------------------------    12
PprAGO5 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------RG------------RG-----------------R----------------HY-------------------------------------------------------------------------    12
NaAGO5 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------RG------------R------------------R-------------GGGGR-------------------------------------------------------------------------    14
PtAGOlike1 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
MgAGO5 --------------------------------------------------RGR-----G--------------------------------------------------------------------------------------------------------------------GG------------R-----------------------------------GQ-------------------------------------------------------------------------    17
GmAGO5like2 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------GS------------KQ-----------------Q-------------PDSRR-------------------------------------------------------------------------    15
CpAGO5 ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------RLL--------------PHR-------------------------------------------------------------------------------------------    13
BdMEL1like -------------------------------G------G-----------RG---------------------------------------------------------------------------------------------------------------------------RG------------GG-------------------------------------------------------------------------------------------------------------    16
HvAGO5 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G------------RG-------------------------------------------------------------------------------------------------------------    10
OsMLE1 -------------------------------G------G-----------RGGEQRPPY--------------------------------------------------------------------------------------------------------------------SG------------RG-------------------------------------------------------------------------------------------------------------    23
BdMELlike -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AA---------------------------------------------------------------------------------------------------------------------------     5
OsAGO14 -------------------------------G------G-----------RDGRGRGPA--------------------------------------------------------------------------------------------------------------------GG------------RG---------------GGR-------------GGGHP-------------------------------------------------------------------------    40
VvMEL1like R-------IGRRRYD----------RESSAQT------S-----------YGR-----S--------------------------------------------------------------------------------------------------------------------GG------------R------------------R-------------HD-RY-------------------------------------------------------------------------   122
BdAGO12like -------------------------------G------G---------HCRGGESSGGQHE------------------------------------------------------------------------------------------------------------------GG----------RGRGGG-------------GGR-------------GRGRG-------------------------------------------------------------------------    45
OsAGO12 -------------------------------G------G-----------RGGGGG---RE------------------------------------------------------------------------------------------------------------------GG----------GGGGGG-------------GGR------------GGQGRG-------------------------------------------------------------------------    39
OsAGO11 -------------------------------G------G---------------------------------------------------------------------------------------------------------------------------------------PGG--------ASSVRGGE-------------RGR-------------KRGRG-------------------------------------------------------------------------    33
OsAGO17 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------YDR-------------------------------------------------------------------------------------------    12
OsAGO13 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
BdAGO18like -Y-----Y-----------------------G------G-----------RGGGGRGNVE-------------------------------------------------------------------------------------------------------------------GG----------DGRGRGYYRGGGDG-----GGR--------------RGRG-------------------------------------------------------------------------    64
OsAGO18 -Y-----YGGGGG------------------G------G---------GGGGGQGRGYYDD------------------------------------------------------------------------------------------------------------------GG----------DGRGYQ--RGMEGG-----GGRGGYRGDGDG--GYGRGGG-------------------------------------------------------------------------   124
TcAGO1b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
TcAGO1a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
HsAGO2 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
AlAGO7 --------------------------------------------------HHSSNKN--------------------------------------------------------------------------------------------------------------------NPNS-----------------------------KSR------------TPLLHK-----PC-----------------------------H------------------------------------    33
AtAGO7 --------------------------------------------------HHSTNKH--------------------------------------------------------------------------------------------------------------------IPSS-----------------------------KSR------------TPLLHK-----P------------------------------Y------------------------------------    30
CrbAGO7 --------------------------------------------------HQSTNKH--------------------------------------------------------------------------------------------------------------------IPNS-----------------------------KSR------------TPLLHK-----P-------------------------------------------------------------------    32
ThAGO7 -----------------------------------------------------TTKH--------------------------------------------------------------------------------------------------------------------IPSS-----------------------------KSR------------TPLLHK-----PP-----------------------------P------------------------------------    29
BrAGO7 -----------------------------------------------------TNKH--------------------------------------------------------------------------------------------------------------------IRNS-----------------------------KSR------------TPLLHK-----PPP----------------------------P------------------------------------    30
CpAGO7 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
MeAGO7b -----------------------------------------------------SKKC----------------------------------------------------------------------------------------------------------------------TA-----------------------------KTR------------TLRGR--------------------------------------------------------------------------    23
PtAGO7 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
RcAGO7 -----------------------------------------------------NKKC----------------------------------------------------------------------------------------------------------------------TS-----------------------------KPR------------TLRGR--------------------------------------------------------------------------    23
MeAGO7a -----------------------------------------------------GNKC----------------------------------------------------------------------------------------------------------------------TT-----------------------------KAR------------TLRARA-------------------------------------------------------------------------    24
MdAGO7b -----------------------------------------------------DQKY----------------------------------------------------------------------------------------------------------------------HP-----------------------------NTR------------SLRGGS-------------------------------------------------------------------------    24
PprAGO7 -----------------------------------------------------NKKC----------------------------------------------------------------------------------------------------------------------HT-----------------------------KTR------------SLRGG--------------------------------------------------------------------------    23
VvAGO7like -----------------------------------------------------NKKC----------------------------------------------------------------------------------------------------------------------TP-----------------------------KGR------------SFSGR--------------------------------------------------------------------------    23
CsnAGO7 -----------------------------------------------------NKKCNNNN-------------------------------------------------------------------------------------------------------N--------TTNS-----------------------------KTR------------TFRGSA-------------------------------------------------------------------------    32
MdAGO7a -----------------------------------------------------NQKC----------------------------------------------------------------------------------------------------------------------HP-----------------------------KTR------------TLRGGT-------------------------------------------------------------------------    24
GmAGO7like -----------------------------------------------------NQKF----------------------------------------------------------------------------------------------------------------------AI-----------------------------KRR------------SFRNG--------------------------------------------------------------------------    24
PvAGO7 -----------------------------------------------------NQKF----------------------------------------------------------------------------------------------------------------------TT-----------------------------KRR------------TFRNG--------------------------------------------------------------------------    24
LjAGO7 -----------------------------------------------------TQKL----------------------------------------------------------------------------------------------------------------------TT-----------------------------KTR------------SFING--------------------------------------------------------------------------    24
MtAGO7 -----------------------------------------------------TNQN----------------------------------------------------------------------------------------------------------------------KT-----------------------------TTF------------ITKNG--------------------------------------------------------------------------    24
NaAGO7 -----------------------------------------------------SKKC----------------------------------------------------------------------------------------------------------------------NS-----------------------------KPT------------SVKGCV-------------------------------------------------------------------------    25
EgAGO7 -----------------------------------------------------NEKC----------------------------------------------------------------------------------------------------------------------ST-----------------------------KTR------------TFRSP--------------------------------------------------------------------------    23
LuAGO7 -----------------------------------------------------TKKY-----------------------------------------------------------------------------------------------------------T--------TTPT-----------------------------KNK------------SFRGRA-----PSKA-N-------------------------T------------------------------------    34
MgAGO7 --------------------------------------------------NKTSTKC----------------------------------------------------------------------------------------------------------------------SP-----------------------------RTS------------SYRGS--------------------------------------------------------------------------    32
BdAGO7like --------------------------------------GD--------SRTAASNGG----------------------------------------------------------------------------------------------------------------------GG-----------------------------KGR-----------RTWKGAY-------------------------------------------------------------------------    40
OsSHL4 --------------------------------------GG--------LGTGGNGGG----------------------------------------------------------------------------------------------------------------------GG-------------GGS------------ANGR-----------RRWR----------------------------------------------------------------------------    44
SbAGO7 --------------------------------------G------------GVSNDG----------------------------------------------------------------------------------------------------------------------GA-----------------------------NAR-----------RRCK----------------------------------------------------------------------------    34
AlAGO3 --------------------------------------G-----------RG-DGRG-------------------------------------------------------------------------------------------------------R-GG-----------VG-----------YRGRG-----YSG-----RGRGFDQD---------RDGG-------------------------------------------------------------------------    40
AtAGO3 -------------------------------GR----GG-D-------GDRGYSGRGDGHG---------------------------------------------------------------------------------------------------R-GG-----------GGDRGRGYSGRGDGRGRG-----GGG----DRGRGYSGRGD----GHGRGGG-------------------------------------------------------------------------    93
AlAGO2 --------------------------------------G-----------RG-DGRG-------------------------------------------------------------------------------------------------------RGGG-----------GG-----------GRGYG-----GGG-----GGGG-------------GGEQ-------------------------------------------------------------------------    37
AtAGO2 --------------------------------------G-----------RG-DGRG-------------------------------------------------------------------------------------------------------R---------------G-----------GRGY--------G-----GGGG-------------GGEQ-------------------------------------------------------------------------    30
CrbAGO2 --------------------------------------G-----------RG-DGRG-------------------------------------------------------------------------------------------------------R-GG-----------GG-----------GRGD--------G-----GGGG-------------RGGG-------------------------------------------------------------------------    33
ThAGO2 --------------------------------------G-----------RG-DGRG-------------------------------------------------------------------------------------------------------R--G-----------GG-----------GRGD--------G-----GGGGRGYG--------GGGGG-------------------------------------------------------------------------    37
BrAGO2a --------------------------------------G-----------RA-DGRG-------------------------------------------------------------------------------------------------------R--G-----------GR-----------GRGD--------G-----DGGGRSYG---------RGGG-------------------------------------------------------------------------    36
BrAGO2b --------------------------------------G-----------RGRDGRG-------------------------------------------------------------------------------------------------------R--G-----------GG-----------DRGR--------G-----YGAG--------------GGG-------------------------------------------------------------------------    32
CrbAGO3 --------------------------------------G-----------RS-DGRG-------------------------------------------------------------------------------------------------------R--------------GG----------RGRGR------------------------------------------------------------------------------------------------------------    23
CpAGO2 --------------------------------------G-----------RGGRGG-----------------------------------------------------------------------------------------------------------------------GG-----------HRGG------NVG------GS--------------NGFG-------------------------------------------------------------------------    31
GmAGO2like1 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
MtAGO2 -------------------------------WR-----R-----------RTASTG--------------------------------------------------------------------------------------------------------REQT-----------LT-----------LQPE------WRR------GKPTASPS------P-SGTG-------------------------------------------------------------------------    60
GmAGO2like2 --------------------------------------G-----------RNGNGGRNSY-------------------------------------------------------------------------------------------------------------------GG-----------GRGS--------------YGG-------------------------------------------------------------------------------------------    29
MtAGO3 --------------------------------------------------RNSTGGNSHN-------------------------------------------------------------------------------------------------------------------GN-----------SNGG--------------GGR-------------------------------------------------------------------------------------------    25
VvAGO2like --------------------------------------GT----------RKTHRRHQCT-------------------------------------------------------------------------------------------------------------------GG-----------------------------EGL-------------------------------------------------------------------------------------------    49
NaAGO2 -------RG----------------------GG-----G-----------GGNRGRGRGGGQ------------------------------------------------------------------------------------------------YEQEQG----------RGG-----------GRGGS-----QIG------GG--------------RGGP-------------------------------------------------------------------------    54
SlAGOlike1 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
SlAGOlike2 -------------------------------GR-----G-----------RGNRGR------------------------------------------------------------------------------------------------------------------------G-----------GRGGT-----HVG------GG--------------RGGP-------------------------------------------------------------------------    38
SlAGOlike3 --------------------------------------G-----------RNSDRV-----------------------------------------------------------------------------------------------------------------------PG----------HNEQR--------------QGP-------------ARGYY-------------------------------------------------------------------------    37
BdAGO2like -------------------V-----------GL-----G---------EERGHRERH--------------------------------------------------------------------------------------------------------------------FRGG-----------------------------GSR-------------NQGGY-------------------------------------------------------------------------    41
HvAGO3 --------GGYGG------------------G------G---------QGRGAQGSGGG------------------------------------------------------------------------------------------------------YGG-----------GG-----------GGGYG----PQGG----LEGRGGGY--------APRGGG-------------------------------------------------------------------------    84
OsAGO2 --------GGAGG------------------G------GVG-----GRGGRGPPGGGGGR----------------------------------------------------------------------------------------------------GYEP-----------GG-----------GRGYG----GGGG----GGGRGYGG--------GGGGGG-------------------------------------------------------------------------    84
OsAGO3 --------------------------------------G---------YPRGGGGQ-----------------------------------------------------------------------------------------------------------------------GG----------TNRGRD----GQRG-----GGR-----N------GPRGGR-------------------------------------------------------------------------    48
TcAGO2b -----------------------------------------------------------------------------------------------------------------------------------------------------------------QQV-----------QG---------------------------------------------------------------------------------------------------------------------------    12
TcAGO2a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     2
AlAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
CrbAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    24
AtAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
BrAGO9a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
ThAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
BrAGO9b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
BrAGO9c ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
AlAGO8 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
AtAGO8 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
CrbAGO8 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
AlAGO4 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
CrbAGO4 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
AtAGO4 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
BrAGO4 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
ThAGO4 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
CpAGO4 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------    18
CsnAGO4 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
MeAGO4 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
RcAGO4a --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
EgAGO4a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
PhAGO4like -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------VV---------------------------------------------------------------------------------------------------------------------------    23
VvAGO4 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     4
CstAGO4 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
PprAGO4a --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
MgAGO4 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------    29
NaAGO4a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
NbAGO4-1 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
NaAGO4b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
NbAGO4-2 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
SlAGO4a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
GmAGOlike2 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
PvAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
GmAGO4like ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     5
PvAGO4 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     8
MtAGO4b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    40
MtAGO4c ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------    40
EgAGO4c --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
EgAGO4b --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
SlAGO4b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
MtAGO4d ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
LuAGO4b --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------    63
LuAGO4a --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G---------------------------------------------------------------------------------------------------------------------------     8
MtAGO4a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
PtAGO4b --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------A---------------------------------------------------------------------------------------------------------------------------     9
RcAGO4b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
CsnAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
MdAGO4 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
PprAGO4b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
PtAGO4a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
NaAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
BdAGO4Alike ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
OsAGO4A ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
ZmAGO4 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
OsAGO4B ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
SbAGO4 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
BdAGO4Blike ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
MgAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
MdAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
ThAGO8 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
VvAGO4Alike ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
GmAGO4Blike ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
AlAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
AtAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
CrbAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
BrAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
ThAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
BdAGO16like ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
CsnAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
PtAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
VvAGO16like -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TG---------------------------------------------------------------------------------------------------------------------------    61
RcAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
NaAGO8 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------SE---------------------------------------------------------------------------------------------------------------------------     5
LuAGO9 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
LuAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
MgAGO6 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------DG---------------------------------------------------------------------------------------------------------------------------     5
GmAGO16like ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------VPG---------------------------------------------------------------------------------------------------------------------------     7
MtAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------VPH---------------------------------------------------------------------------------------------------------------------------     6
CpAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ATG---------------------------------------------------------------------------------------------------------------------------     6
MtAGO4e ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
PgAGO -------------------------------------SG----------------------------------------------------------------------------------------------------------------------------------------PG----------DGAGPS-------------FSQ-------------------------------------------------------------------------------------------    19
PptAGOlike1 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------SESR-------------------------------------------------------------------------------------------     7
PptAGOlike3 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
PptAGOlike2 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
CrnAGO6 -------------------------------G------G-----------GGGGGRG---------------------------------------------------------------------------------------------------------------------GGG----------GDRGGG----GYGG-----GGR-----------GGGGGGG-------------------------------------------------------------------------    55
VcAGOlike --------A----------------------GEPVHRPGVPWMIVAPPYARVHQEVAMVEA----------------------------------------------------VA-------------------------------------------VAEEVA----------VTG-----------VREG-----AAAA----LAARTAAV--------AAEDTA------------------------------------V------------------------------------    83
CrnAGOlike --A---L------------------------GDVVIPAGVTL-----LGENPADPSHAMIR-----------------------------------------------------------------------------------------------------------------HSG----------LCVGAS--ASLLPGP--APASRLVTCAIGVTLVHVCQGGA----QP-------------------------------------------------------------------    88
CrnAGO2like ---------------------------------------------TPVSARYSDSAN--------------------------------------------------------------------------------------------------------------------RPGG------------RGGG------------QPGR-------------------------------------------------------------------------------------------    41
CrnAGO2 ---------------------------------------------TPVSARYSDSAN--------------------------------------------------------------------------------------------------------------------RPGG------------RGGG------------QPGR-------------------------------------------------------------------------------------------    41
YeastAGO ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
TcAGO3 ----------------------------------------------EMLKKHKEARA----------------------------------------------------------------------------------------------------------------------GG-----------------------------AGE-----------------------PV------------------------------------------------------------------    32
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AlAGO10 -----------------------------VTTPA---------------------------------TV-TQ----------SQAS-----SP---------------------------------------------S--------------P-P---S-------K---------------------------NR-----S-R------------R-RN-----------------RG-------GRKS------DQ----------------------------------G------    74
AtAGO10 ---------------------------VTVTTPA---------------------------------TV-TQ----------SQAS-----SP---------------------------------------------S--------------P-P---S-------K---------------------------NR-----S-R------------R-RN-----------------RG-------GRKS------DQ----------------------------------G------    79
CrbAGO10 ---------------------------TTTATPA---------------------------------N--GQ----------SQAS-----SP---------------------------------------------S--------------P-P---S-------K---------------------------NR-----G-R------------R-RN-----------------RG-------GRKS------DQ----------------------------------G------   106
ThAGO10 ----------------------------------------------------------------------------------PAAS-----SP---------------------------------------------S--------------P-P---S-------K---------------------------NR-----G-R------------R-RN-----------------RG-------GRKS------DQ----------------------------------G------    69
BrAGO10 ----------------------------------------------------------------------------------TQAS-----SP---------------------------------------------S--------------P-P---S-------K---------------------------NR-----S-R------------R-RN-----------------RG-------GRKS------DQ----------------------------------G------    61
CpAGO10 ------------------------------EQSH---------------------------------N---N----------KPHN-----QA---------------------------------------------S--------------P-P---T-------R---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------G------    76
CsnAGO10 ------------------------------QELQ---------------------------------N---S----------KPHN-----QT---------------------------------------------S--------------P-P---T-------K---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------N------    75
MeAGO10 ------------------------------QETH---------------------------------N---S----------KTQN-----QT---------------------------------------------L--------------P-P---A-------K---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------G------    75
RcAGO10a ------------------------------QETH---------------------------------N---S----------KPQN-----QT---------------------------------------------S--------------P-P---T-------K---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------G------    76
PtAGO10 -----------------------------LQESS---------------------------------N---T----------KPQN-----QA---------------------------------------------S--------------P-P---A-------K---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------G------    77
VvAGO10like ------------------------------HEPQ---------------------------------N---A----------KPHS-----QT---------------------------------------------S--------------P-S---S-------K---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------S------    75
MdAGO10a ------------------------------QESQ---------------------------------K---A----------KPHN-----QT---------------------------------------------S--------------P-P---T-------K---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------G------    74
PprAGO10 ------------------------------QEPH---------------------------------N---P----------KTHN-----QI---------------------------------------------S--------------P-P---T-------K---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------G------    75
MdAGO10b ------------------------------QEPQ---------------------------------N---P----------KLHN-----QT---------------------------------------------S--------------X-P---A-------K---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------G------    74
GmAGO10like ------------------------------QEN---------------------------------------------------HN-----QT---------------------------------------------S--------------P-H---S-------K---------------------------NK-----G-R------------R-RG-----------------RG-------GRKP------DQ----------------------------------G------    70
PvAGO10a ------------------------------LEN---------------------------------------------------DS-----QA---------------------------------------------F--------------P-H---A-------K---------------------------NK-----G-R------------R-RG-----------------RG-------GRKP------DQ----------------------------------G------    70
NaAGO10 ------------------------------TEPQ---------------------------------N---N----------KIHN-----TT--------------------------------------------SS--------------P-P---S-------R---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------G------    76
MdAGO1b ------------------------------RNPK---------------------------------K---P----------KPHN-----QT---------------------------------------------S--------------P-P---T-------K---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------G------    40
LuAGO10a ------------------------------QETH---------------------------------N--AA----------KPQN-----QNQ-----------------------------------NQ--TS-SAS--------------P-P---AG------K---------------------------SK-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------S------    92
EgAGO10a -------------------------------------------------------------------------------------------TP---------------------------------------------S--------------P-P---S-------K---------------------------SR-----GRR------------R-RG-----------------RG-------ERKS------DQ----------------------------------S------    70
MgAGO10 ------------------------------LLPQ---------------------------------E---------------PQN-----QS--------------------------------------------PS--------------P-P---S-------R---------------------------NR-----G-R------------R-RG-----------------RG-------GRKS------DQ----------------------------------G------    80
BdPNH1like ------------------------------LQSSV--------------------------------A--------------QPKA-----E---------------------------------------------AT--------------P-P---EGAK----KC---------------------------G-----G-R------------R-RG-----------------GR-------GRAR-------------------------------------------------    64
SbAGO10a ------------------------------LQSSV--------------------------------T--------------QPKA-----EPP-----------------------------------AV--VA-AAV--------------L-P---EGGK----RCG-----------------GG------GG-----G-R------------R-RG-----------------GR-------GRAK-------------------------------------------------    82
ZmAGO10a ------------------------------LQSSV--------------------------------T--------------QPKA-----EPA-----------------------------------AA--AA-VLP--------------V-P---EGGK----RCR-------------------------GG-----G-R------------R---------------------R-------GRAK-------------------------------------------------    75
ZmAGO10b ------------------------------LQSSV--------------------------------T--------------QPKA-----EPA-----------------------------------AA--AA-AAV--------------L-P---EGGK----RC------------------GG------GG-----G-R------------R-RG-----------------GR-------GRAK-------------------------------------------------    75
OsPNH1 ------------------------------LQSSM--------------------------------A--------------QPKA-----ETA-----------------------------------AA--TA-AVA--------------P-P---EGGK----KC------------------GG------GG-----G-R------------R-RG-----------------GR-------GRGG-------------------------------------------------    81
CpAGO1 ------------------------------ISPKI--------------------------------N--VE----------NFEE-----AKK-----------------------------------------------------------------KTV---------------------------------NN-----GRR------------R-RH-----------------NK-------SNHK-------------------------------------------------    59
CstAGO1b ----------------------------------------------------------------------------------SNDG-----EKT-----------------------------------------------------------------SLW-----K---------------------------RK-----G-R------------R-RA-----------------KG-------LPME-------------------------------------------------    50
GmPNH1like1 ------------------------------------------------------------------------------------PL-----QK--------------------------------------------------------------S---AER-----R---------------------------RR-----C-R------------R-R------------------SQ-------CKIE-------------------------------------------------    34
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MtAGO4b -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------M-GS-----------------QE-------NEECL------------------------------------------------    50
MtAGO4c -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------M-GS-----------------QE-------NEECL------------------------------------------------    50
EgAGO4c -----------------------------N-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G-AG-----------------NG-------AHNGV------------------------------------------------    19
EgAGO4b -----------------------------N-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G-AG-----------------NG-------AHNGV------------------------------------------------    19
SlAGO4b -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------Q-EY-----------------GG-------STEAL------------------------------------------------    13
MtAGO4d ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------QE-------NKECL------------------------------------------------    10
LuAGO4b -----------------------------NGL-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------Q-EG-----------------NG-------SEQAL------------------------------------------------    76
LuAGO4a -----------------------------NEL-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------Q-EG-----------------NG-------SEQAL------------------------------------------------    21
MtAGO4a -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------SEDPF------------------------------------------------     9
PtAGO4b -------------------------------LPP------------------------------------------------PP-------------------------------------------------------------------------------------------------------------------------------------S-DALP---------------PP-------PPDAL------------------------------------------------    26
RcAGO4b ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------PE-------EAEAL------------------------------------------------    10
CsnAGO9 ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------PS-----------------HK-------GSEYL------------------------------------------------    12
MdAGO4 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------NP-------DRLEL------------------------------------------------    11
PprAGO4b ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------NP-------EGDGL------------------------------------------------    11
PtAGO4a ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------SD-------SRKDL------------------------------------------------    10
NaAGO9 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------KG------------------------------------------------------------     6
BdAGO4Alike ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------DG-------VADDL------------------------------------------------    11
OsAGO4A ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------SG-------EIEEL------------------------------------------------    11
ZmAGO4 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------NG-------EADDL------------------------------------------------    11
OsAGO4B ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------DG-------EADEL------------------------------------------------    11
SbAGO4 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------DG-------EDEEL------------------------------------------------    11
BdAGO4Blike ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------DG-------GAEEL------------------------------------------------    11
MgAGO9 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------ML------------------------------------------------     2
MdAGO9 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------DP-------KGAEL------------------------------------------------    11
ThAGO8 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
VvAGO4Alike ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
GmAGO4Blike ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
AlAGO6 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------SSSL------------------------------------------------     7
AtAGO6 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------SSSL------------------------------------------------     7
CrbAGO6 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------SSSL------------------------------------------------     7
BrAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
ThAGO6 --------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------SSSL------------------------------------------------     7
BdAGO16like ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------KE-----------------GG------------------------------------------------------------     7
CsnAGO6 ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AE-----------------AG-------QSPPL------------------------------------------------    12
PtAGO6 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
VvAGO16like -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------I-EE-----------------AS-------GTPPL------------------------------------------------    71
RcAGO6 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------E-----------------TG-------GS---------------------------------------------------     8
NaAGO8 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G-RE-----------------SF--------CPPV------------------------------------------------    14
LuAGO9 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------E-----------------AT-------ESSQL------------------------------------------------    11
LuAGO6 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------E-----------------VN-------QSPPL------------------------------------------------    11
MgAGO6 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------G-AD-----------------HT--------SPSL------------------------------------------------    14
GmAGO16like -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------I-VE-----------------AA-------EPPTS------------------------------------------------    17
MtAGO6 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------F-EE-----------------AV-------EPPAL------------------------------------------------    16
CpAGO6 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S-DE-----------------VG-------GTSSL------------------------------------------------    16
MtAGO4e ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     3
PgAGO ------------------------------SVEV------------------------------------------------LPSSP--PNPPQ---------------------------------------------------------------------------------------------------METQ----LG--------------P-SS-----------------SE-------AVEVL------------------------------------------------    49
PptAGOlike1 ---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------DT-----------------SG------------------------------------------------------------    11
PptAGOlike3 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------VG------------------------------------------------------------     5
PptAGOlike2 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
CrnAGO6 ----------------------------------------------------------------------------------YGGG-------------------------------------------GG--GGGRGG-----------------------------------------------------GGGGG----YGGG-----------GG-RG-----------------GG-------GGGG----------------------------------------GGGVV----    91
VcAGOlike --A------------------------VAVVAEDM-------------------------------VAA-AEA---------VAAA----MKAE-----------------------------------GA--AAVEAEVVD-------L--------TEAGVAVVADAA----------------------AAVDA----VGLH-----------TA-RKMMSDLLHFYQHVSSTEIGG-------GGGG----------------------------------------GGGVL----   171
CrnAGOlike -----------------------------AQTPSQ-------------P-----------------QAPPGEA---------APAAALSVACGR----------------------------------LSM--RGCNVQLAPF---------------SLGVATRVPCEAAG-----------------SASGAASSW-PITGVGLVST-KRFPLALGDRGGAVP-----STWLVFGVAG-------GSQAV------ARLPR-E--------------------------LGGWVP---   202
CrnAGO2like ---------------------------------------------------------------------------------------------------------------------------------G---GG----------------------------------------------------------------------------------G-RG-----------------GG------SGRGS----------------------------------------SSST-----    58
CrnAGO2 ---------------------------------------------------------------------------------------------------------------------------------G---GG----------------------------------------------------------------------------------G-RG-----------------GG------SGRGS----------------------------------------SSST-----    58
YeastAGO ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     7
TcAGO3 ----------------------------------------------------------------------EEQ---------APPK----TRGR-----------------------------------AM----------------------------------------------------------LLQKIQEAK-----------E---------RK-----------------AG-------GDSG-------------------------------------------------    63
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AlAGO10 ----DVCMRP-SSR-----------------------------P-RK-------------------PP---PPC----------------------------------------------QT-----------------------------------------------------------------------TSAVV-----------------------S-----A-------------------------------S-TAG-----------------EIV---A----VSHQMQ--   114
AtAGO10 ----DVCMRP-SSR-----------------------------P-RK-------------------PP---PPS----------------------------------------------QT-----------------------------------------------------------------------TSSAV-----------------------S-----V-------------------------------A-TAG-----------------EIV---A----VNHQMQ--   119
CrbAGO10 ----DVCMRP-SSR-----------------------------P-RK------------------PPP---PPS----------------------------------------------QT-----------------------------------------------------------------------TSSAV---------------V------AA-----A-------------------------------A-SAG-----------------EIV---A----VNHQMQ--   149
ThAGO10 ----DVCMRP-SSR-----------------------------P-RK------------------------PPV----------------------------------------------QT-----------------------------------------------------------------------TSTAV---------------------------------------------------------------SGG-----------------EIV--AA----VNHQMQ--   105
BrAGO10 ----DVCMRP-SSR-----------------------------P-RK------------------------PPP----------------------------------------------QN-----------------------------------------------------------------------AA-PV-----------------------A-----A-------------------------------V-SGT-----------------EIV---A----VNHQMQ--    98
CpAGO10 ----DVCMRP-SSR-----------------------------P-CT------------------VAL---KSV----------------------------------------------NP-----------------------------------------------------------------------AGDLV---------------PSN--QIKS-----I-------------------------------E-NVE-----------------SVC-----------QME--   119
CsnAGO10 ----DVFMRP-SSR-----------------------------P-CT------------------VAH---KPV----------------------------------------------NQ-----------------------------------------------------------------------VCDLV---------------GSN--ANGA-----V-------------------------------G-NGR-----------------SLC-----------ATE--   118
MeAGO10 ----DAGMRP-SSR-----------------------------P-CT------------------LAH---KPV----------------------------------------------NP-----------------------------------------------------------------------AGDLL---------------ASA--PNGS-----I-------------------------------G-NAG-----------------STC-----------EIE--   118
RcAGO10a ----DVFTRP-SSR-----------------------------P-CT------------------VVH---KPV----------------------------------------------NQ-----------------------------------------------------------------------AGGLL---------------ANA--PN---------------------------------------G-NSG-----------------NIC-----------EME--   116
PtAGO10 ----DVCTRP-SSR-----------------------------P-CT------------------VAH---KPVL---------------------------------------------NP-----------------------------------------------------------------------TGDLL---------------ANA--SNGH-----I-------------------------------E-NSK-----------------NVC-----------EME--   121
VvAGO10like ----DVFMRP-SSR-----------------------------P-CT------------------VAD---KPVLA--------------------------------------------HQ-----------------------------------------------------------------------AGPLV---------------TDI--PHGC-----V-------------------------------E-NGG-----------------NMC-----------EME--   120
MdAGO10a ----DVCMRP-SSR-----------------------------H-CA------------------VAH---LPT----------------------------------------------SPSL--------------------------------------------------------------------GGAASV---------------ANX--PNGY----------------------------------------GG-----------------NLV-----------SMD--   117
PprAGO10 ----DVCMRP-SSR-----------------------------H-CT------------------VAH---IPA----------------------------------------------SPSF---------------------------------------------------------------------ASPPV---------------AST--PNGY-----V-------------------------------E-NGG-----------------NSC-----------SME--   120
MdAGO10b ----DVCMRP-SSR-----------------------------H-CA------------------VAH---LPA----------------------------------------------SPSL--------------------------------------------------------------------GGAAPL---------------ATS--PNGY-----V-------------------------------E-NGG-----------------NSV-----------SME--   120
GmAGO10like ----DVMMRP-SCR-----------------------------P-CT------------------AT----------------------------------------------------------------------------------------------------------------------------------L---------------TST--AN---------------------------------------E-NAE-----------------NGC-----------ISD--   100
PvAGO10a ----DVMMRP-RCR-----------------------------P-CT------------------AT----------------------------------------------------------------------------------------------------------------------------------L---------------TSS--AN---------------------------------------G-NVE-----------------NDF-----------VSD--   100
NaAGO10 ----EAFMRP-SSR-----------------------------P-CT------------------AAS---KPV--------------------------------------------------------------------------------------------------------------------------IV---------------AAE--NVLN-----V-------------------------------S-VSS-----------------SSC--------QLVATG--   117
MdAGO1b ----DVCMRP-SSR-----------------------------H-CA------------------VAH---LPT----------------------------------------------SPSL--------------------------------------------------------------------GGAASV---------------ANX--PN---------------------------------------G-YGG-----------------NLV-----------SMD--    83
LuAGO10a ----DAFMRP-SSR-----------------------------P-CT------------------VAH---KPV----------------------------------------------NG-----------------------------------------------------------------------QGD-G---------------GSL--PNGS-----L-------------------------------E-NGGG-SH------------FEMV-----------TAH--   138
EgAGO10a ----DVCARP-SSR-----------------------------P-CT-------------------------------------------------------------------------------------------------------------------------------------------------GEIVVP---------------RAP--PNGC-----A-------------------------------Q-NGG-------------------------------GNR--   103
MgAGO10 ----EVFMRP-SSR-----------------------------P-CT------------------AAD---KPG----------------------------------------------TRET--------------------------------------------------------------------GRVMID---------------PVP--PN---------------------------------------------------------------------------GSG--   116
BdPNH1like ---------P-VAE-----------------------------P-RP------------------AM-----------------------------------------------------------------------------------------------------------------------------AQTAAA----------------------------------------------------------------------------------------------AAPPTR--    85
SbAGO10a --------AP-PGE-----------------------------S-RA------------------ALA---VAV-----------------------------------------------------------------------------------------------------------------------APAPA----------------------------------------------------------------------------------------------QAPPPR--   107
ZmAGO10a --------AP--GE-----------------------------P-RA------------------AL----LAP-----------------------------------------------------------------------------------------------------------------------AQAQT----------------------------------------------------------------------------------------------QAPPPR--    98
ZmAGO10b --------AP-PGE-----------------------------P-RV------------------AL----------------------------------------------------------------------------------------------------------------------------------A----------------------------------------------------------------------------------------------LAPPPR--    92
OsPNH1 --------RA-GAG-----------------------------P-GP------------------GLA----------------------------------------------------------------------------------------------------------------------------AAPAVV----------------------------------------------------------------------------------------------VAPAAR--   104
CpAGO1 -----------------------------------------------------------------AL----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------KLDSN--    66
CstAGO1b -----------------------------------------------------------------GL---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------KQ----KELDPN--    60
GmPNH1like1 -----------------------------------------------------------------KM---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------QE----TELDSH--    44
PvAGO10b -----------------------------------------------------------------NL---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------QE----AELDPQ--    44
GmPNH1like2 -----------------------------------------------------------------KL---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------Q--------DTQ--   180
MtAGO10 ----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------EE----TGLESQ--    10
MeAGO1 -----------SKN---------------------------------------------------ML-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------LSEAK-    55
RcAGO10b -----------SKK---------------------------------------------------IL--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------FQD----YKLDSSE-    79
VvPNH1 -----------------------------------------------------------------QL---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------QD----PKLDLS--    73
AlAGO1 ---------P-QRQ-----------------------------S-VP------------------ELH---QAT-----------------SP--TY-------QA-----------VSSQPTL--------------------------------------------------------------------SEVSPT----------------QV--PEPT-----V----------------------------------LAQ-QL-------------EQLSVEQ-----GAPSQ--   167
CrbAGO1 ---------P-QRQ-----------------------------S-VP------------------ELH---QAT-----------------SP--TY-------QA-----------VSSQPTL--------------------------------------------------------------------SEVSPT----------------QV--PEPT-----V----------------------------------LAQ-QF-------------EQLSVEQ-----GAPSQ--   185
AtAGOlike ---------P-QRQ-----------------------------S-VP------------------ELH---QAT-----------------SP--TY-------QA-----------VSSQPTL--------------------------------------------------------------------SEVSPT----------------QV--PEPT-----V----------------------------------LAQ-QF-------------EQLSVEQ-----GAPSQ--   203
AtAGO1 ---------P-QRQ-----------------------------S-VP------------------ELH---QAT-----------------SP--TY-------QA-----------VSSQPTL--------------------------------------------------------------------SEVSPT----------------QV--PEPT-----V----------------------------------LAQ-QF-------------EQLSVEQ-----GAPSQ--   165
ThAGO1 ---------P-PRQ-----------------------------S-HP------------------ELH---QAT-----------------SP--AY-------QA-----------VSSQPAS--------------------------------------------------------------------SEASPI----------------QM--PEPP-----V----------------------------------PVQ-QF-------------EQLTIEQ-----GAPSQ--   199
BrAGO1 ---------P-QRQ-----------------------------S-VP------------------ELH---QAT-----------------LP--TY-------QA-----------VSSQPTP--------------------------------------------------------------------AEVSPT----------------QM--PDPP-----A----------------------------------PVQ-EF-------------EQLSIEQ-----GAPSQ--   225
BdAGO1Alike ---------P-SIT-------------------------------LP------------------ELH---QAP-----------------QV--QH-------QV----------PVV-TPSP--------------------------------------------------------------------RETGSS---------------SLG--VDMN-----T-------------------------------G-QLQL-QF-------------QQLVNLG----QSSSGQ--   188
BdAGO1Blike ---------P-SRT-------------------------------VP------------------ELH---QAP-----------------HV--QY-------QA----------PMV-SPSA--------------------------------------------------------------------SGAGSS---------------SQP-VVEVS-----S-------------------------------G-QVQQ-QF-------------QKLAIID----QSSTSQ--   208
HvAGO1a ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
SbAGO10b ---------P-SRT-------------------------------VP------------------ELH---QAP-----------------YV--QY-------QA----------PVV-SQSP--------------------------------------------------------------------SGPGSS---------------SQP-VAEVS-----S-------------------------------G-QVQQ-QF-------------QQLAIRG----QSSTSQ--   196
ZmAGO1a ---------P-SRT-------------------------------VP------------------ELH---QAP-----------------YV--QY-------QA----------PVI-SPSP--------------------------------------------------------------------SGPGSS---------------SQP-MAEVS-----S-------------------------------G-QVQQ-QF-------------EQLAIHG----QSSMSQ--   192
OsAGO1B ---------S-SRT-------------------------------VP------------------ELH---QAP-----------------HV--QY-------QA----------PMV-SPTP--------------------------------------------------------------------SGAGSS---------------SQP-AAEVS-----S-------------------------------G-QVQQ-QF-------------QQLATRD----QSSTSQ--   230
HvAGO10 ---------Q-SRT-------------------------------VP------------------ELH---QAP-----------------DV--QY-------QA----------PVV-SPSA--------------------------------------------------------------------SGAGSS---------------SQP-VAEVS-----S-------------------------------G-QVEQ-QF-------------QKLDISD----QSSTSQ--   329
ZmAGO1c ---------P-SRT-------------------------------VP------------------ELH---QAP-----------------YV--QY-------PA----------PVV-SPSP--------------------------------------------------------------------SGPGSS---------------SQP-MAEVS-----S-------------------------------G-QVQQ-QF-------------QQLADRG----QSSTSQ--   198
OsAGO1A ---------P-SRT-------------------------------VP------------------ELH---QAS-----------------QD--QY-------QA----------TVV-APSP--------------------------------------------------------------------SRTGPS---------------SLP--VEAS-----S-------------------------------E-EVQH-QF-------------QELAIQG----QSPTSQ--   193
SbAGO10c ---------P-SRP-------------------------------VP------------------ELH---QAP-----------------DV--QH-------QA----------PVVATPSP--------------------------------------------------------------------QGAGSS---------------SQPRKAEVS-----T-------------------------------G-QVQQ-QL-------------QQLVIHD----QSSASQ--   223
ZmAGO1b ---------P-SRP-------------------------------VP------------------ELH---QAP-----------------DV--QH-------QA----------PVVAAPSP--------------------------------------------------------------------PGAGSS---------------SQPGMAEVS-----T-------------------------------G------QV-------------QQLVIHD----QSSASQ--   212
CsnAGO1 ---------P-TRS-----------------------------SQIP------------------ELH---QAT-----------------PT--PF-------SS----------GVMTQPTQ--------------------------------------------------------------------SQAGSS---------------SHS--PELS-----E----------------------------------VSQ-QF-------------QQLSLPE----EVSSSQ--   187
RcAGO1 ---------P-SRP-----------------------------P-VP------------------ELH---QAT-----------------LA--PY-------QA----------GVSPQLMP--------------------------------------------------------------------SEGSSS---------------SGP--PEPS-----P-------------------------------V-VVAQ-QM-------------QELSIQQ----EVSSSQ--   176
PtAGO1 -----------FRP-----------------------------P-AP------------------ELH---QAT-----------------PA--PY-------PA----------VVTTQPTP--------------------------------------------------------------------SEASSS---------------MRP--PEPS-----L-------------------------------A-TVSQ-QL-------------QQLSVEQ----EGSSSQ--   176
MdAGO1a ---------P-TRP-----------------------------Q-FP------------------ELH---QAT-----------------PV--PY-------QG--ATHQVPYQGLTSPPVY--------------------------------------------------------------------VGSSSS---------------SQP--PEPS-----E----------------------------------VAE-QL-------------AVLTVQQ----ESAPSQ--   191
PprAGO1a ---------P-ARP-----------------------------Q-FP------------------ELH---QAT-----------------PV--PY-------QA----------GVTPQPAY-------------------------------------------------------------------EASSSSS---------------SQP--PEPS-----E----------------------------------VVV-QF-------------EDLSIEQ----ETAPSQ--   184
GmAGOlike1 ---------P-SRP-----------------------------P-AP------------------ELH---QAT-----------------SV-QFY-------QT----------GVSSQPAL--------------------------------------------------------------------SEASSS---------------LPP--PEPV-----D----------------------------------LEQ-SM-------------AQMVLHS----EAAPS---   173
PvAGO1 ---------H-SRP-----------------------------P-VP------------------ELH---QAT-----------------SV-QSY-------PT----------GVSPQPIL--------------------------------------------------------------------PEASSS----------------LP--PEPV-----D----------------------------------LEQ-SM-------------GQMVIHS----EAAPT---   181
CstAGO1a ---------P-SRS-----------------------------L-VP------------------ELH---QAT---------------------PM-------YQ----------GGMTQPVS--------------------------------------------------------------------SGASSS---------------SHP--SDTS-----S----------------------------------IDQ-QF-------------QQISIQQ----ESSQSQ--   174
EgAGO1 ---------P-SRF-----------------------------P-VP------------------ELH---QAT-----------------QA--SY-------QA----------GVT--PQQ--------------------------------------------------------------------MEASSS---------------SQP--PEPS-----E----------------------------------MEE-KM-------------QQLSIQQ----EAPT----   187
VvAGO1like ---------P-SKP-----------------------------L-SS------------------DLH---QAT-----------------QA--SY-------AA----------GGTPHRVP--------------------------------------------------------------------SEASSS---------------RQA--AE-----------------------------------------SLTQ-QL-------------QKVSIQQ----EVPPSQ--   196
VvAGO1Blike -----------------------------------------------------------------------------------------------FH-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------     4
MgAGO1 ---------P-SRP-----------------------------P-AP------------------ELH---QAAT----------------QS--PY-------QA----------TMT-QPIQYG------------------------------------------------------------SPAETLRGASSS---------------FQP--PEPT-----D-------------------------------V-EVSE-QI-------------QQLSIQP----DVAPSQ--   201
NaAGO1a ---------P-PRP-----------------------------P-VP------------------ELH---QAT-----------------QT--PH-----------------------QPVPYG------------------------------------------------------------RPSETYSEAGSS---------------SQP--PEPT-----T-------------------------------Q-QVTQ-QF-------------QQLVVQP----EAAATQ--   174
NbAGO1-1 ------------RP-----------------------------P-VP------------------ELH---QAT-----------------QT--PH-----------------------QPVPYG------------------------------------------------------------RPSETYSEAGSS---------------SQP--PEPT-----T-------------------------------Q-QVTQ-QF-------------QQLVVQP----EAAATQ--   168
NtAGO1 ---------P-PRS-----------------------------P-VP------------------ELH---QAT-----------------QT--PH-----------------------QPVPYG------------------------------------------------------------RPSETYSEAGSS---------------SQP--PEPT-----T-------------------------------Q-QVTQ-QF-------------QQLVVLP----EAAATQ--   175
NaAGO1b ---------P-SRP-----------------------------P-AP------------------ELH---QATS----------------QT--PY-------QA----------AMTTQPIPYV------------------------------------------------------------RPTETSSEAGSS---------------SQP--PEQA-----A-------------------------------L-QVTQ-QF-------------QQLALQQ----EAAPTQ--   235
NbAGO1-2 ------------------------------------------------------------------LH---QATS----------------QT--PY-------QT----------AMTTQPIPYA------------------------------------------------------------RPTETSSEAGSS---------------SQP--PEQA-----A-------------------------------L-QVTQ-QF-------------QQLALQQ----EAATTQ--    94
NaAGO1c ---------P-SRP-----------------------------P-VP------------------EQH---QAT-----------------QT--VH-------QA----------AMTTQPMPYG------------------------------------------------------------RPAETYSDAGSS---------------AQR--PQLT-----I-------------------------------S-QATQ-QL-------------QQLAVQP----EVAAPL--   176
PsAGO2 ---------P-VRP-----------------------------P-AP------------------ELH---QATSV--------------PSV--PY-------PV----------AVSPPPAP--------------------------------------------------------------------SEASSS---------------SH---PQVS-----E----------------------------------VEQ-GL-------------GQVTIHS----EETP----   215
PsAGO1 ---------P-PRP-----------------------------P-AP------------------ELH---QATSV--------------PSV--PY-------PV----------AVSPPPAP--------------------------------------------------------------------SEASSS---------------SHP--PEVS-----E----------------------------------VEQ-DL-------------GQMTIHS----EETP----   224
LuAGO1 ---------Q-SRS-----------------------------P-VP------------------ELP---QAT-----------------PP--PF-------EV----------GASPQPKH--------------------------------------------------------------------SEASSS----------------RT--PEPS-----P-------------------------------ATGVSQ-QM-------------QQLTIQQ----EGPSSQ--   296
LuAGO5 ---------P-SRS-----------------------------P-VP------------------DLP---QAT-----------------PS--PF-------EV----------GASPQPKH--------------------------------------------------------------------SEASSS----------------RT--PEPS-----H-------------------------------ATGVSQ-QM-------------QQLTIQQ----EGPSSQ--   289
LuAGO10b ---------Q-SRP-----------------------------P-VP------------------ELP---QAT-----------------LP--PY-------QV----------GSSSQPKL--------------------------------------------------------------------SEASSS----------------QP--PEPS-----T-------------------------------A-AVSE-QL-------------QQLAISQ----EAPSDL--   209
BdAGO1Dlike ----------------------------------------------P------------------ELH---QAMVD---------------DA--PH-------EP---------ADMISSP----------------------------------------------------------------------EAAGSL---------------ETS--PPQA-----L-------------------------------E-VVTE-HL-------------EVLSMQS----ELSASQG-   161
HvAGO1b ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
OsAGO1C -------------------------------------------L-AP------------------ELR---QAI----------------MEA--PR-------PS--------------------------------------------------------------------------------------ELAQPS--------------------PTPP----------------------------------------QEQ----------------PVDAATT------------   129
SbAGO1a ----------------------------------------------P------------------ELR---QAM----------------EEA--PR-------------------ELAPQAPPV-------------------------------------------------------------------QAAGPS---------------QPS--PEAP-----P----------------------------------PVQ----------------PRETVPT----GPTAGQEI   141
OsAGO1D -------------------------------------------I-AP------------------ELL---QAM-----------------DA--PH-------EP---------PANVSSP----------------------------------------------------------------------EAASPE---------------ASS--PRSL-----A-------------------------------L-EVTE-QL-------------QDLSVQY----QLSESQEE   157
ZmAGO1d ----------------------------------------------P------------------ELR---QAM-----------------QT--SN-------EP----------DNIPAP----------------------------------------------------------------------EAGSQS---------------QDA--PSPS-----E---------------------------------EAVD-QL-------------KGLSVQD------------   139
SbAGO1b -------------------------------------------I-AP------------------ELR---QAM-----------------ET--SH-------EP----------DNI-SP-----------------------------------------------------------------------ETGSP---------------DLS--PRAS-----T-------------------------------V-EVTD-QL-------------KDLSVQD----ESSMCQD-   163
BdAGO1Clike ---------P-LGS-----------------------------L-PP------------------DLL---QAL---------------------PM-------QA--------------GPSV---------------------------------------------------------------P----AQAVAP---------------LAV--ARPG-----E-------------------------------H-RRQA-MV-------------PQAEATS----TGSSQEE-   157
MdAGO10c ---------S-ARP-----------------------------S-VP------------------DLH---QAT-----------------SA--PY-------VA----------GVTPQATG--------------------------------------------------------------------PAPSSS----------------YE--PQPS-----V----------------------------------LVE-PL-------------HQMTIQQ----EGVPAPSL   234
PprAGO1b ---------P-ARP-----------------------------S-VP------------------DLH---QAT-----------------PA--PY-------VA----------GVTPQPTG--------------------------------------------------------------------PTAYAP---------------YTPYEPQSS-----E----------------------------------LVQ-PF-------------QQISTQQ----EGAPAPAP   213
PptAGO5 -----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------LGPLHDP----LTPRQEL-    15
PptAGO1 -------------------------------------------------------------------------------------------PV--HF------------------------------------------------------------------------------------------------AALPA---------------GYG--SGVG-----P----------------------------------VVE-QFGSVVIGGVGPRFNSGPTQEQ----AVSKYEP-   233
PptAGO10 -------------------------------------------------------------------------------------------PA--HF------------------------------------------------------------------------------------------------SASPP---------------SYG--PGVG-----A----------------------------------VVE-QFGSVVLGGVGHSSNVGQISEP----HVSKYEQ-    89
SmAGO10 -------------------------------------------------------------------------------------------TG--GYH-----GQQ--------------QP----------------------------------------------------------------------QQQQQP---------------RQA--PAVS-----A----------------------------------VVE-QF-------------SGLGVEV----SVPAQPA-    79
SmAGO1a -------------------------------------------------------------------------------------------TG--GYH-----GQQ--------------QP----------------------------------------------------------------------QHQQQP---------------RQA--PAVS-----A----------------------------------LVE-QF-------------SGLGVEV----SVPAQPA-   130
EgAGO10b ---------Y-SRQ-----------------------------P-IP------------------ELH---QAT-----------------QI--TQ------------------GRIYPPTMP--------------------------------------------------------------------SKAGSS---------------SQP--PEPS-----E----------------------------------TAQ-IL-------------EQLSIQE----EGSTSQA-   158
SmAGO1b ---------P-PPI-----------------------------H-FG------------------QIA---QFP-----------------GI--PY------GQA-------P-----PQAPP--------------------------------------------------------------------YGRTGV---------------TMP-LAGPS-----T-------------------------------S-LIEE-KL-------------GSLQVQP----PEEPPR--   131
AlAGO5 ---------P-V-----------------------------------------------------------ASVSGGRGRG--NVGRSDSTGD--PT------------------ATSVASSSK--------------------------------------------------------------------TMSVSS---------------SSK--EESK-----VTE--------------------V--SE------ALAK-VE------------ITPTETKP----E-------   136
AtAGO5 ---------P-V-------------------------------------------------------A---SAVSGGRGRG--NI------GD--PT-------------------FSVASSSK--------------------------------------------------------------------TVSVAS---------------SSK--EESK-----NTE--------------------V--SE------TMSN-LQ------------ITSTETKP----E-------   133
CrbAGO5 ---------P-VSGGR----------GRGNVGRGGFT------G-DP------------------TTA---SQVSGGRGRG--NVGRGGFTGA--PT-------AS-------QVVPSVASSSK--------------------------------------------------------------------TMVVAS---------------ASA--SSSKEERTVVTE--------------------V--SD-AA-A-ALAK-VQ------------ISPPETKP----E-------   165
BrAGO5 ---------P-V-------------------------------------------------------A---SSSS----------------SP--PS-------DA---------V-SGAIGAV--------------------------------------------------------------------DVASSS---------------SVR--EKPK-----ASA--------------------S--SD-SD-S-SLGQ-EL------------AEKVQI--------------    97
ThAGO5 ---------P-V-----------------------VT------G---------------------DRS---ASSS----------------SA--PS-------GV-----------APGAGVV--------------------------------------------------------------------ASSSAT---------------SVR--EKPK-----VS---------------------K--SD-SG-S-ELGQ-EL------------AETVQISP----E-------   120
CsnAGO5 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
CsnAGOlike ---------A-----------------------------------AP------------------SSS---HAAST--------------STA--PA-------PS---------SPSISASAP--------------------------------------------------------------------SSSSVS---------------------------------------------------------------TLVE-ET------------EQKLTLAA----LA------    88
MeAGO5 ---------S-TPAT----------------SFSPIS------R-PP------------------VPA-----------------------YS--PE-------AQ---------TPSVAPSPP--------------------------------------------------------------------QAVASS---------------SRA--PPSK-----AAA--------------------S--SS-TA-E-EIRR-EV------------EQKLSLG-------------   126
MeAGOlike ---------P-T-----------------------IS------R-SS------------------SSA-----------------------FP--PP-------TT---------SVAQRTTAP--------------------------------------------------------------------QSVASS---------------SRA--SSSQ-----ATV-------------------MS--SA-AV-E-ELRR-EV------------EQKLTTGD----KVT-----   120
RcAGO5 ---------P-PPAG---------------SDFPSLS------R-PP------------------TTS---SRAAA----------------A--PQ-------AA---------PPSSSSRAP--------------------------------------------------------------------PAPAPA---------------PAP--PPAA-----AAS--------------------T--ST-QI-E-KLTH-GV------------EQLTTT--------------   120
PtAGOlike2 ---------------------------------------------------------------------------------------------------------------------ASSSNAP----------------------------------------------------------------------------------------------PP-------SAS--------------------S--SA-SM-E-ELSQ-EI------------AKKLSFGS----TSA-----    36
PtAGOlike3 ---------P-TPV-----------------------------R-AP------------------TSA------------------------A--PGY------LS---------ATAGPSAKP--------------------------------------------------------------------TPQAAY---------------TAA-----------AAS--------------------S--SS-SV-G-ELSQ-ET------------AKKLTL--------------   102
VvAGO5like ---------S-EP--------------HSPAAFPPLA------S-PS------------------PSA---STSTASLSQKF-DQSLTLQSPA--PV-------RR---------QPSDPVRPQ--------------------------------------------------------------------PQPHPQ---------------PPP--PV-------QAQ--------------------P--TP-PVPT-QPQP-SS------------SYQASSSS----QAT-----   159
MdAGO5b ---------P-------------------SRGGPGVV------A-AP------------------TVT---QAPS----------------PA--PM-------AQ---------TPAPRGPAP--------------------------------------------------------------------AQASSS---------------SAP--PPAE-------------------------------------A-LLIS-EM------------EQKLTM--------------   109
MdAGO5a ---------P-------------------RHGGPGVV------A-AP------------------TAA---QAPS----------------PA--PL-------AQ---------TPVPRGPAP--------------------------------------------------------------------AQASSS---------------SAP--XPAE-------------------------------------A-PLIC-AM------------EQKLTL--------------   109
PprAGO5 ---------P-SQRG------------RGRAGGSGVV-----AP-AP------------------SQT---HAPQPPAQAYAPPPPAQAYAPP--PP-------AQ---------AYAPPPPAT--------------------------------------------------------------------VQASSS---------------SAS--P----------------------------------------S-PLIA-EM------------EQKLTL--------------   129
NaAGO5 ---------P-A------------------------------FN-AP------------------PAA---QPQRPAM--------------T--VS-------SV---------SREVEQKLS--------------------------------------------------------------------LQPSSS---------------QRP--VVAQ-------------------------------------P-VQQP-AP------------ATGVQP--------------   105
PtAGOlike1 ------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------
MgAGO5 ---------P-YQ------------------------------Q-SP------------------V--------------------------V--PA-------AA-------ALSHQMEQKLT--------------------------------------------------------------------LQASSS---------------VVP--VTKP--------------------------------P-AP-T-PQPQ-AP------------AVAAVIPQ----Q-------   108
GmAGO5like2 ---------P-A----------------------------------P------------------SLV---NAPSA----------------P--PP-------AS-----------TIGVPSG--------------------------------------------------------------------AAPFRA---------------ALP--PPAV-------------------------------------E-SLTS-AV------------EKQLTM--------------    91
CpAGO5 ---------------------------------------------LP------------------SVA---MSPG--------------------PS-------SL--------------------------------------------------------------------------------------ASTSSS---------------LVP-SDKPA-----A----------------------I--SA-SV-S-ELNT-NL------------AGRLTLEP------------    69
BdMEL1like ---------P-FA------------------------------P-AP------------------VTI---RAPSP--------------PPS--PS-------AA-------PFQPARVSAPP--------------------------------------------------------------------PTPAAA---------------------PAA--------------------------------P-SA-A-SVAK-EL------------EQKLFVSE----TALAPPAA   163
HvAGO5 ---------P-VS------------------------------S-TP------------------VTI---RAPSPTPA--------TVRAPS--PT-------AP-------PFLPARVSAPA--------------------------------------------------------------------PTPAA-----------------------------------------------------------------VAK-EL------------EQKLFVTE----TALAPPAA   143
OsMLE1 ---------Y-AR------------------------------S-TP------------------VTI---RAPPP--------------SHS--SA-------PA-------PYQPA---AAA--------------------------------------------------------------------PAPSSS---------------------STA--------------------------------P-SA-T-ALAK-EF------------EQKLFVSE----TALAPPAA   169
BdMELlike ---------P-SAAI----------------------------P-AP------------------AAT---ATPA--------------------PG----------------------------------------------------------------------------------------------APAPAAAT--------------PAP--PPQA-----S-------------------------------A-AVGA---------------GSQPAL--------------    53
OsAGO14 ---------P-AAST----------------------------P-GP------------------VAV---AARST---------------PP--PT-------PA-------VQIPAVASSSS--------------------------------------------------------------------AQPAAA---------------AQP--PPAA-----AAV-----------------------------S-ALAR-DV------------GRQLAVVA-G-GGRPAPPAA   178
VvMEL1like ---------P-VDSISHDLEERLTLQPPFQASRPPFS---IP-S-QP------------------STS---RTPAAAHFSS-------TVYIP--PQ-------RR---------NQAPRPPLT--------------------------------------------------------------------LLTRST---------------ASG--TRGE-------------------------------------S-TQVH-NP------------TPEVNATK----E-------   252
BdAGO12like -----EHQ-A-QRDV--------------QCGATGLARHGGQVM-AP------------------AEV---LGA----------------------E-----VGRK------MVLQQAEAGQQR--------------------------------------------------------------------PSSSSA---------------AVA---------------------------------------------KVEA-ES---------KGKVDQVVVAA----AA------   191
OsAGO12 ----R---RP-VGG-----------------GRGGVG---VPAP-AP------------------AVA---VGALC-------------------GE-----M-KG---------KMVVSGGAP--------------------------------------------------------------------PAGQGS---------------SLA--AAQG-----T-------------------------------D-NVKR-EP-------------SQVAAPA----PAPP----   179
OsAGO11 ---------P-----------------------------------VP------------------ALQ---------------------------PA-------EADVLSGEVETEMAAGMEAR--------------------------------------------------------------------EGASSS---------------SSA--SAPA-----V-------------------------------G-EVEP---------------------------PSRA----   112
OsAGO17 -------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------H-SLKHNKA--------------------------------    21
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AlAGO10 -----------------------IR------------DLLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-KS------ST--DR-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-EIM--Q   946
AtAGO10 -----------------------IR------------DLLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-KN------ST--DR-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYLE--P-EIM--Q   951
CrbAGO10 -----------------------IR------------DLLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-KS------ST--DR-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGIQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-EIM--Q   981
ThAGO10 -----------------------IR------------DLLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-KS------ST--DR-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-EIM--Q   937
BrAGO10 -----------------------IR------------DLLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-KS------ST--DR-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-EIM--Q   932
CpAGO10 -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------DYQPPVTFIVVQKRHHTRLFAS--NHR-D-RS------ST--DK-SGNILP------G---TVVDSKICHPSEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGMQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-E-M--Q   952
CsnAGO10 -----------------------IR------------DLLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIIVQKRHHTRLFAN--NHR-D-RS------ST--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-D-M--Q   951
MeAGO10 -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-RS------ST--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-E-M--Q   953
RcAGO10a -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-RS------ST--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-E-M--Q   951
PtAGO10 -----------------------IR------------DLLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-RN------ST--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYTE--P-V-M--Q   956
VvAGO10like -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-RN------ST--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-D-M--Q   953
MdAGO10a -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFYSR---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRXFAN--NHR-D-RS------SV--DK-SGNILP------G---TVVDTKICHPTEHDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYLE--P-D-M--Q   951
PprAGO10 -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-RS------SI--DK-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-D-M--Q   953
MdAGO10b -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-RS------SI--DK-SGNILP------G---TVVDTKICHPTEHDFYLCSHAGIQ-------GTSRPAHYHVIWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYLE--P-D-M--Q   919
GmAGO10like -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NYR-D-RS------ST--DR-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTPDGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-D-M--Q   933
PvAGO10a -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-RS------ST--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-D-M--Q   933
NaAGO10 -----------------------IR------------DLLVSFR------------KAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHK-D-RS------ST--DR-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-E-M--A   950
MdAGO1b -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRXFAN--NHR-D-RS------SV--DK-SGNILP------G---TVVDTKICHPTEHDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYLE--P-D-M--Q   904
LuAGO10a -----------------------IR------------DLLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPLVTFIVVQKRHHTRLFAN--NHR-D-RN------ST--DK-SGNVLP------G---TVVDTKICHPSEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYLE--P-Q-M--Q   971
EgAGO10a -----------------------IR------------DLLVSFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-KS------ST--DK-SGNIMP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-E-A--Q   936
MgAGO10 -----------------------IR------------DLLVSFR------------KAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFIVVQKRHHTRLFAN--NHR-D-KS------ST--DK-SGNVLP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYLE--P-D-L--P   906
BdPNH1like -----------------------VR------------ELLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHK-D-RS------SM--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFSADEMQTLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-E-L--S   920
SbAGO10a -----------------------IR------------ELLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHK-D-RS------SM--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEMQTLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-E-M--S   942
ZmAGO10a -----------------------IR------------ELLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHK-D-RS------SM--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEMQTLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-E-M--L   933
ZmAGO10b -----------------------IR------------ELLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFTN--NHK-D-RS------SM--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEMQTLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-E-M--S   951
OsPNH1 -----------------------IR------------ELLISFR------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHK-D-RS------ST--DK-SGNILP------G---TVVDSKICHPSEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEMQTLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYME--P-E-M--S   939
CpAGO1 -----------------------I----------------------------------------------------R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------GYQPPVTFVIVQKRHHTRLFAS--NHN-D-RS------RT--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEIQTLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAYRA----RFYME--P-D-A--P   886
CstAGO1b -----------------------IR------------ELLLSFK------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLHELDAIRKAC-ASLEP------SYQPPVTFIIVQKRHHTRLFAS--NHN-D-RS------ST--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFSADEIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAYRA----RFYVE--P-D-A--Q   893
GmPNH1like1 -----------------------IR------------ELLLSFK------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------SYQPPVTFVVVQKRHHTRLFAN--NHD-D-RN------ST--DK-SGNILP------G---TVVDSKICHPSEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAYRA----RFYME--P-D-V--A   877
PvAGO10b -----------------------IR------------ELLLSFK------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------SYQPPVTFVVVQKRHHTRLFAN--NHD-D-RN------ST--DK-SGNILP------G---TVVDSKICHPSEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAYRA----RFYME--P-D-V--V   876
GmPNH1like2 -----------------------IR------------ELLLSFK------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------SYQPPVTFVVVQKRHHTRLFSN--NHD-D-RN------ST--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAYRA----RFYME--P-N-V--H  1011
MtAGO10 -----------------------IR------------ELLLSFQ------------KAT------GKKPCRILFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------GYQPPVTFVVVQKRHHTRLFSD--NHN-D-RN------SM--DR-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGVQ-------GTSKPAHYHVIWDDNKFSADEIQSLTNNLCYTYARCTRSVSL------------VPPAYYAHLAAYRA----RFYME--P-D-V--H   844
MeAGO1 -----------------------IR------------ELLLSFK------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------SYQPPVTFVVVQKRHHTRLFTS--NHN-D-RN------ST--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAYRA----RFYME--PED-A--P   889
RcAGO10b -----------------------IR------------ELLLSFK------------KAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------SYQPPVTFVIVQKRHHTRLFAS--NHN-D-RS------SI--DR-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEIQSLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAYRA----RFYME--P-D-A--S   911
VvPNH1 -----------------------IR------------ELLLSFK------------AAT------GKKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------SYQPPVTFVVVQKRHHTRLFAS--NHN-D-KS------ST--DR-SGNILP------G---TVVDSKICHPSEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADEIQSLTNNLCYTYARCTRSVSL------------VPPAYYAHLAAYRA----RFYME--P-D-K--P   905
AlAGO1 -----------------------IK------------ELLIAFR------------RST------GHKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEA------GYQPPVTFVVVQKRHHTRLFAH--NHN-D-RH------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1005
CrbAGO1 -----------------------IK------------ELLIAFR------------RST------GHKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEA------GYQPPVTFVVVQKRHHTRLFAQ--NHN-D-RH------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1021
AtAGOlike -----------------------IKYVWMLFNIFVIGELLIAFR------------RST------GHKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEA------GYQPPVTFVVVQKRHHTRLFAQ--NHN-D-RH------SV--DR-SGNILP------GETSTVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1076
AtAGO1 -----------------------IK------------ELLIAFR------------RST------GHKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEA------GYQPPVTFVVVQKRHHTRLFAQ--NHN-D-RH------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1001
ThAGO1 -----------------------IK------------ELLIAFR------------KST------GHKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEA------GYQPPVTFVVVQKRHHTRLFAH--NHQ-D-RN------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFSADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1037
BrAGO1 -----------------------IK------------ELLIAFR------------RST------GHKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEA------GYQPPVTFVVVQKRHHTRLFAH--NHN-D-RN------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFSADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1063
BdAGO1Alike -----------------------VR------------ELLISFK------------RST------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-QH------SV--DRKSGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYLE--P-D-T--S  1030
BdAGO1Blike -----------------------IK------------ELLISFK------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-QR------TV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADELQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--S  1049
HvAGO1a -----------------------IK------------ELLISFK------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-QR------TV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADELQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--S   766
SbAGO10b -----------------------IK------------ELLISFK------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-QR------TV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADELQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--S  1037
ZmAGO1a -----------------------IK------------ELLISFK------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-QR------TV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADELQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--S  1033
OsAGO1B -----------------------IK------------ELLISFK------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-QR------TV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADELQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1071
HvAGO10 -----------------------IK------------ELLISFK------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-QR------TV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADELQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--S  1170
ZmAGO1c -----------------------FQ------------EG--NWT------------EAP------EDHILQFLSF-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHS-D-QR------TV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADELQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--S  1046
OsAGO1A -----------------------IR------------ELLISFK------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLFYELDAIRKAC-ASLEA------DYQPPVTFVVVQKRHHTRLFAN--NHK-D-QR------TV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--S  1034
SbAGO10c -----------------------VR------------ELLISFW------------RST------KQKPKRIIFY-R---------DGVSEGQFYQVLLHELDAIRKAC-ASLES------DYQPPVTFVVVQKRHHTRLFAN--NHN-D-QR------AV--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--T  1062
ZmAGO1b -----------------------IR------------ELLISFW------------RAT------GQKPKRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLES------DYQPPVTFVVVQKRHHTRLFVN--NHN-D-QR------AA--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--S  1054
CsnAGO1 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHH-D-RN------AV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1023
RcAGO1 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-RN------AV--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1012
PtAGO1 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--DHR-D-RN------AV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1013
MdAGO1a -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-RHLMLLCHCLDGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-RN------AV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQA-MIFPCGTSRPAHYHVLWDENKFTADELQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1043
PprAGO1a -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHH-D-RN------TV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1023
GmAGOlike1 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAS--NHH-D-KS------SF--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADALQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1005
PvAGO1 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAS--NHH-D-KS------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADALQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1014
CstAGO1a -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLHELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHS-D-RH------TV--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1011
EgAGO1 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-NSLEP------NYQPPVTFVVVQKRHHTRLFAN--NHR-D-HN------AV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1022
VvAGO1like -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-RN------AV--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1033
VvAGO1Blike -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-RN------AV--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSXPAHYHVLWDENKFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S   815
MgAGO1 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPTVTFVVVQKRHHTRLFAN--NHH-D-RH------AV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1036
NaAGO1a -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHH-D-RN------AV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1009
NbAGO1-1 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHH-D-RN------AV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1003
NtAGO1 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHR-D-RN------AV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1012
NaAGO1b -----------------------IK------------DLLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHR-D-RN------AV--DR-SGNIIP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1070
NbAGO1-2 -----------------------IK------------DLLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHR-D-RN------AV--DR-SGNIIP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S   929
NaAGO1c -----------------------VR------------ELLISFH------------KAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHR-D-RN------TV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYLE--P-E-T--S  1012
PsAGO2 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPTVTFVVVQKRHHTRLFAS--DHR-D-KR------SV--DR-SGNILP------G---TVVDSNICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFSADELQSLSNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1021
PsAGO1 -----------------------IK------------ELLISFR------------RAT------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAS--NHH-D-KS------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENNFTADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S  1051
LuAGO1 -----------------------VK------------ELLISFR------------RAT------GHKPERIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAD--NHN-N-RN------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQARILLTSGTSRPAHYHVLWDENKFSADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-S--S  1141
LuAGO5 -----------------------VK------------ELLISFR------------RAT------GHKPERIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAD--NHN-N-RN------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQARNLLISGTSRPAHYHVLWDENKFSADALQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-S--S  1134
LuAGO10b -----------------------IK------------ELLISFR------------RAT------GQKPERIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------NYQPPVTFVVVQKRHHTRLFAN--NHR-D-RN------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFSADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--S  1047
BdAGO1Dlike -----------------------IR------------ELLISFK------------RST------GEKPQRIIFY-R---------DGVSEGQFYQVLLHELDAIRKAC-ASLEA------NYQPQVTFVVVQKRHHTRLFAH--NHN-D-QN------SV--DR-SGNILP------G---TVVDSKICHPTEFDFFLCSHAGIK-------GTSRPAHYHVLWDENNFTADGLQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-S--S   998
HvAGO1b -----------------------IR------------ELLISFK------------KST------GEKPQRIIFY-R---------DGVSEGQFYQVLLFELNAIRKAC-ASLEA------NYQPKVTFVVVQKRHHTRLFAH--NHN-D-KN------SM--DR-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIK-------GTSRPAHYHVLWDENNFTADGLQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-S--S   794
OsAGO1C -----------------------IR------------ELLISFK------------RST------GEKPQRIIFY-R---------DGVSEGQFYQVLLYELNAIRKAC-ASLET------NYQPKVTFIVVQKRHHTRLFAH--NHN-D-QN------SV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIK-------GTSRPAHYHVLWDENNFTADALQILTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-T--S   963
SbAGO1a -----------------------IR------------ELLVSFK------------KST------GEKPQRIIFY-R---------DGVSEGQFYQVLLYELNAIRKAC-ASLEA------EYQPKVTFVVVQKRHHTRLFAH--NHN-D-QN------SI--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIK-------GTSRPAHYHVLWDENNFSADELQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S   982
OsAGO1D -----------------------VR------------ELLISFK------------RST------GQKPQRIIFY-R---------DGVSEGQFYQVLLHELDAIRKAC-ASLEA------NYQPQVTFIVVQKRHHTRLFAH--NHN-D-QN------SV--DR-SGNILP------G---TVVDSKICHPTEFDFFLCSHAGIK-------GTSRPAHYHVLWDENNFTADALQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--S-D-S--S   994
ZmAGO1d -----------------------VR------------ELLISFK------------KST------GQKPQRILFY-R---------DGVSEGQFYQVLLHELDAIRKAC-ASLEA------NYQPQVTFIVVQKRHHTRLFAH--NHN-D-QN------SV--DR-SGNILP------G---TVVDSKICHPTEFDFFLCSHAGIK-------GTSRPAHYHVLWDENNFTADALQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-S--S   978
SbAGO1b -----------------------IR------------ELLISFK------------RST------GQKPQRILFY-R---------DGVSEGQFYQVLLHELDAIRKAC-ASLEA------NYQPQVTFIVVQKRHHTRLFAH--NHN-D-QN------SV--DR-SGNILP------G---TVVDSKICHPTEFDFFLCSHAGIK-------GTSRPAHYHVLWDENNFTADALQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-S--S   968
BdAGO1Clike -----------------------IR------------ELLISFH------------KST------GQKPQRIIFY-R---------DGVSEGQFYQVLLFELDAIRRAC-ASLEA------DYQPTVTFVVVQKRHHTRLFPH--NSN-D-KN------SM--DR-TGNILP------G---TVVDSKICHPNEFDFYLCSHAGIK-------GTSRPAHYHVLRDENNFTADGLQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-H-T--S   994
MdAGO10c -----------------------IK-------------------------------------------------------------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------DYQPPVTFVVVQKRHHTRLFAN--HHN-D-PK------TV--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFSADGLQTLTNNLCYTYARCTRSVSVVNSKIDEFSNLAVPPAYYAHLAAFRA----RFYME--P-Q-T--S  1063
PprAGO1b -----------------------IK------------ELLISFR------------RST------GQKPQRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------DYQPPVTFVVVQKRHHTRLFAN--NHS-D-PK------AV--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFSADGLQTLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RFYLE--P-Q-T--S  1055
PptAGO5 -----------------------IR------------ELLISFR------------SAT------GQKPLRIIFY-R---------DGVSEGQFSQVLLHELDAIRRAC-ASLEE------GYQPPVTFVVVQKRHHTRLFAS------D-RR------NT--DR-SGNILP------G---TVVDSTICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENSFSADSLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYMD--L-E-S--S   846
PptAGO1 -----------------------IK------------ELLISFR------------CAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLYELDAIRKAC-ASLEP------DYQPPVTFVVVQKRHHTRLFAS--NHN-D-NR------ST--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFSADSLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYMD--P-E-A--S  1069
PptAGO10 -----------------------IK------------ELLISFW------------RAT------GQKPLRIIFY-R---------DGVSEGQFYQVLLFELDAIRKAC-ASLEP------DYQPPVTFVVVQKRHHTRLFAN--NHN-D-NR------ST--DR-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFSADSLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYMD--P-E-A--S   923
SmAGO10 -----------------------IR------------ELLISFR------------SAS------GYKPGRIIFY-R---------DGVSEGQFYQVLLHELDAIRKAC-ASLEP------NYQPLVTFVVVQKRHHTRLFAN--DHD-D-TR------TT--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQSLTNSLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-A--S   917
SmAGO1a -----------------------IR------------ELLISFR------------SAS------GYKPGRIIFY-R---------DGVSEGQFYQVLLHELDAIRKAC-ASLEP------NYQPLVTFVVVQKRHHTRLFAN--DHD-D-TR------TI--DK-SGNILP------G---TVVDSKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENKFTADGLQSLTNSLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-D-A--S   903
EgAGO10b -----------------------IK------------ELLVSFR------------RET------GHKPQRIIFY-R---------DGVSEGQFYQVLLHELDAIRKAC-NNLEP------NYQPPVTFVVVQKRHHTRLFAN--NHA-D-ER------TV--DR-SGNILP------G---TVVDSQICHPTEFDFYLCSHAGIK-------GTSRPAHYHVLWDENGFSADGLQSLTNKLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYMD--R-D-T--S   999
SmAGO1b -----------------------LKNE-------VYRELLLAFH------------KAT------GRKPLRIIFY-R---------QRWSER-------------RPAC-ASLEG------NYQPPVTFVVVQKRHHTRLFAN--NHN-D-RE------SR--DK-SGNILP------G---TVVDTKICHPTEFDFYLCSHAGIQ-------GTSRPAHYHVLWDENTFTADGLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RFYME--P-E-T--S   956
AlAGO5 -----------------------IR------------EHFIAFR------------RAT------GQIPQRIIFY-R---------DGVSEGQFSQVLLHEMTAIRKAC-NSLQE------NYVPRVTFVIVQKRHHTRLFPE--QHG-N-RD------TT--DK-SGNIQP------G---TVVDTTICHPNEFDFYLNSHAGIQ-------GTSRPAHYHVLLDENGFTADQLQMLTNNLCYTFARCTRSVSI------------VPPAYYAHLAAFRA----RYYME--S-E-M--S   966
AtAGO5 -----------------------IR------------EHFIAFR------------RAT------GQIPQRIIFY-R---------DGVSEGQFSQVLLHEMTAIRKAC-NSLQE------NYVPRVTFVIVQKRHHTRLFPE--QHG-N-RD------MT--DK-SGNIQP------G---TVVDTKICHPNEFDFYLNSHAGIQ-------GTSRPAHYHVLLDENGFTADQLQMLTNNLCYTYARCTKSVSI------------VPPAYYAHLAAFRA----RYYME--S-E-M--S   962
CrbAGO5 -----------------------IR------------EHFIAFR------------KAT------GQIPSRIIFY-R---------DGVSEGQFNQVLFHEMNAIRKAC-NSLQK------DYLPRVTFVIVQKRHHTRLFPA--EHG-N-RD------MT--DK-SGNILP------G---TVVDTQICHPNEFDFYLNSHAGIQ-------GTSRPAHYHVLYDENGFSADAMQTLTNNLCYTYARCTKAVSI------------VPPAYYAHLAAFRA----RYYME--S-E-F--S   988
BrAGO5 -----------------------IR------------EHLIAFR------------RAT------GQKPLRIIFY-R---------DGVSEGQFSQVLLHEMTAIRKAC-ASLEE------RYLPPVTFVVVQKRHHTRLFPA--QHG-N-RE------TT--DK-SGNIQP------G---TVVDTKICHPTEFDFYLNSHAGIQ-------GTSRPAHYHVLVDENGFTADALQMLTNNLCYTFARCTRSVSI------------VPPAYYAHLAAFRA----RYYME--S-E-N--S   931
ThAGO5 -----------------------IR------------EHLMAFR------------KAT------GQKPQRIIFF-R---------DGVSEGQFNQVLLHETHAIHKAT-NSLEE------GYLPRITFVIVQKRHHTRLFPA--QHG-N-RE------TT--DR-SGNILP------G---TVVDTKICHPTEFDFYLNSHSGIQ-------GTSRPAHYHVLYDDNGFTADALQMLTNNLCYTFARCTRSVSI------------VPPAYYAHLAAFRA----RYYME--S-E-F--S   954
CsnAGO5 -----------------------IR------------ELLIAFR------------RST------NFKPHRIIFY-R---------DGVGERQFSQVLLHEMNAIRQAC-ASLEE------GYAPPVTFVVVQKRCRTRLFPA--EHN-R-CD------LT--DR-SGNILP------G---TVVDTEICHPTEFDFYLNSHAGIQ-------GTSRPTRYHVLYDENRFTADGLQVLTNNLCYTYARCTRSVSI------------VPPAYYAYLAAFRA----RYYIE--D-E-T--S   771
CsnAGOlike -----------------------IR------------ELLIAFR------------RST------NFKPHRIIFY-R---------DGVGERQFSQVLLHEMNAIRQAC-ASLEE------GYAPPVTFVVVQKRCRTRLFPA--ENN-R-CD------LT--DR-SGNILP------G---TVVDTEICHPTEFDFYLNSHAAIQ-------GTSRPTRYHVLYDENRFTADGLQVLTNNLCYTYARCTRSVSV------------VPPAYYAYLAAFRA----RYYIE--D-E-T--S   919
MeAGO5 -----------------------IR------------ELLISFR------------KST------GHKPGRIIFY-R---------DGVSEGQFSQVLLHEMDAIRKAC-SSLEE------GYLPRVTFVVVQKRHHTRLFPV--D-----RG------QT--DR-SGNILP------G---TVIDTKICHPKEFDFYLNSHAGIQ-------GTSRPTHYHVLYDENGFTADGLQILTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RYYIE--G-E-T--S   957
MeAGOlike -----------------------IR------------ELCIAFR------------RAT------GHKPNRMIFY-R---------DGVSEGQFSQVLLHEMDAIRKAC-CSLEE------GYLPRVTFIVVQKRHHTRLFPV--QGG-----------ET--DH-SGNIRP------G---TVIDTKICHQNEFDFYLNSHAGIQ-------GTSRPAHYHVLYDENCFTADKLQVLTNNMCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RYYIE--G-E-T--L   954
RcAGO5 -----------------------IR------------ELFVAFR------------RET------GMKPKRIIFY-R---------DGVSEGQFSQVLLYEMDAIRKAC-ASLEE------GYLPPVTFVVVQKRHHTRLFPV--D-----RG------QT--DR-SGNILP------G---TVIDTKICHQREFDFYLNSHAGIQ-------GTSRPTHYHVLYDENHFTADNLQVLTNNLCYTFARCTRSVSI------------VPPAYYAHLAAFRA----RYYIE--G-E-M--S   953
PtAGOlike2 -----------------------IR------------ELFIAFR------------RST------GQKPHRIIFY-R---------DGVSEGQFSQVLLHEMQAIREAC-GTLEE------GYCPPVTFVVVQKRHHTRFFPA--DHS-K-RD------LT--DR-SGNILP------G---TVVDTKICHPTEFDFYLNSHAGIQ-------GTSRPTHYHVLFDENNFTADGLQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RYYIE--G-E-T--S   873
PtAGOlike3 -----------------------IR------------ELLIAFK------------RST------GQKPFRIIFY-R---------DGVSEGQFSQVLLHEMQAIRQAC-GSLEE------GYCPRVTFVVVQKRHHTRFFPA--DHS-R-RD------QT--DK-SGNILP------G---TVVDTTICHPTEFDFYLNSHAGIQ-------GTSRPTHYHVLFDENNFSSDGLQTLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RYYIE--G-E-T--S   959
VvAGO5like -----------------------IR------------ELLIAFR------------RST------GYKPSRIIFY-R---------DGVSEGQFSQVLLHEMDSIRKAC-ASLEE------GYLPPVTFVVVQKRHHTRFFPS--DHR-S-RD------LT--DR-SGNILP------G---TVVDTKICHPTEFDFYLNSHAGIQ-------GTSRPTHYHVLYDENKFTADILQILTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RYYIE--G-D-T--S  1003
MdAGO5b -----------------------IR------------EHFRAFR------------LAT------GQIPKRVIFF-R---------DGVSEGQFSQVLLYEMDAIRKAC-QSLQE------GYLPPVTFVVVQKRHHTRLFPT--DNR-----------RT--DR-SGNIQP------G---TVVDTQICHPTEFDFYLNSHAGIQ-------GTSRPAHYHVLYDENNFTADALQMLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RYYIE--G-E-Y--S   947
MdAGO5a -----------------------IR------------EHFRAFR------------QAX------GRKPERIIFF-R---------DGVSEGQFSQVLLYEMDAIRKAC-QSLQE------GYLPPVTFVVVQKRHHTRLFPT--DQR-----------KT--DR-SGNIQP------G---TVVDTQICHPTEFDFYLNSHAGIQ-------GTSRPAHYHVLFDENRFTPDALQMLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RYYIE--G-E-Y--S   943
PprAGO5 -----------------------IR------------EHFRAFR------------RST------GRKPERIIFY-R---------DGVSEGQFSQVLLYEMDAIRKAC-ASLEE------GYLPPVTFVVVQKRHHTRLFPA--DHN-R-RD------QM--DR-SGNIQP------G---TVVDTKICHPTEFDFFLNSHAGIQ-------GTSRPAHYHVLFDENRFTADQLQSLTNNLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RYYIE--G-E-Y--S   968
NaAGO5 -----------------------IR------------ELLIAFR------------RST------GIKPGRIIFY-R---------DGVSEGQFNQVLLEEMDAIRKAC-SSLEE------GYLPRVTFVVVQKRHHTRLFPV--NHN-D-RN------MT--DK-SGNILP------G---TVVDTKICHPMEFDFYLCSHAGIK-------GTSRPTHYHVLFDENGFTADAIQNLTNFLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RYYLE--G-D-M--S   934
PtAGOlike1 -----------------------IR------------ELMIAFR------------RTT------NQKPSRIIFY-R---------DGVSEGQFSQVLLYEMDAIRKAC-ASLEP------NYLPPVTFIVVQKRHHTRLFAT--N-----PN------QT--DK-SGNILP------G---TVVDTKICHPSEHDFYLCSHAGIQ-------GTSRPVHYHVLCDMNKFTADCLQMLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RYYIE--G-D-IA-S   815
MgAGO5 -----------------------IR------------EHLVAFY------------KNT------KCKPSRLIFY-R---------DGVSEGQFNQVLLYEIDAIRKAC-ASLQA------DYQPRITFVVVQKRHHTRLFPA--DHR-S-RS------TT--DK-SGNILP------G---TVVDTKICHPNEFDFYLCSHAGIQ-------GTSRPAHYHVLYDENRFSADALQILTNSLCYTYARCTRSVSI------------VPPAYYAHLAAFRA----RYYIEA-G-E-F--S   934
GmAGO5like2 -----------------------IR------------ELLRAFR------------LST------NQKPERIIFY-R---------DGVSEGQFSQVLLYEMDAIRRAC-ASLQE------GYLPRVTFVVVQKRHHTRLFPV--DHG-S-HD------QT--NK-SGNIMP------G---TVVDTHICHPREFDFYLNSHAGMQ-------GTSRPTHYHVLFDENNFTADGLQMFTNNLCYTYARCTRSVSI------------VPPVYYAHLAAFRA----RCYIE--V-A-T--S   922
CpAGO5 ----------------------------------------------------------------------------------------------------------RAC-ASLEE------GYLPPVTFIVVQKRHHTRLFPA--DHT-R-HN------LT--DK-SGNILP------G---TVVDTKICHPREFDFYLNSHAGIQ-------GTSRPVHYHVLWDENKFTADALQVLTNNLCYTYARCTRAVSI------------VPPAYYAHLAAFRA----RYYLE--E-T-ME-S   857
BdMEL1like -----------------------IR------------ELLIAFR------------RRT------GRRPERIIFY-R---------DGVSEGQFSHVLLHEMDAIRKAC-ASLEE------GYLPPVTFVVVQKRHHTRLFPE--VHG-R-RE------MT--DK-SGNILP------G---TVVDLMICHPTEFDFYLCSHAGIQ-------GTSRPTHYHVLYDENHFTADALQSLTNNLCYTYARCTRAVSV------------VPPAYYAHLAAFRA----RYYVE--G-E-S--S  1016
HvAGO5 -----------------------IR------------ELLIAFR------------RKT------GRRPERILFY-R---------DGVSEGQFSHVLLHEMDAIRKAC-ASLEE------GYMPPVTFVVVQKRHHTRLFPE--VHG-R-RE------MT--DK-SGNILP------G---TVVDLMICHPTEFDFYLCSHAGIQ-------GTSRPTHYHVLYDENHFTADALQSLTNNLCYTYARCTRAVSV------------VPPAYYAHLAAFRA----RYYVE--G-D-S--S  1000
OsMLE1 -----------------------IR------------ELLIAFR------------KKT------GRRPERIIFY-R---------DGVSEGQFSHVLLHEMDAIRKAC-ASLEE------GYLPPVTFVVVQKRHHTRLFPE--VHG-R-RD------MT--DK-SGNILP------G---TVVDRQICHPTEFDFYLCSHAGIQ-------GTSRPTHYHVLYDENHFTADALQSLTNNLCYTYARCTRAVSV------------VPPAYYAHLAAFRA----RYYVE--G-E-S--S  1020
BdMELlike -----------------------IR------------ELLISFL------------KKT------NFKPQRIIFY-R---------DGVSEGQFAQVLLHEMDAIRKAC-ASLQE------DYMPPVTFVVVQKRHHTRLFPE--VHG-K---------QC--DK-SGNILA------G---TVVDTNVCHPTEFDFYLCSHAGIQ-------GTSRPTHYHVLFDENHFSADELQLLTNNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RYYDE--QME-G--S   870
OsAGO14 -----------------------FR------------ELLMSFY-----------SKNA------KRKPQRIIFY-R---------DGVSDGQFLHVLLYEMDAIKKAI-ASLDP------AYRPLVTFVVVQKRHHTRLFPE--VHG-R-QD------LT--DR-SGNVRP------G---TVVDTNICHPSEFDFYLCSHAGIQ-------GTSRPTHYHVLHDENRFSADQLQMLTYNLCYTYARCTRSVSV------------VPPAYYAHLAAFRA----RYYDE--P-P-A--M  1013
VvMEL1like -----------------------IR------------ELLLAFK------------SST------GLKPLRIIFF-R---------DGVSEGMFEMVLLKEMDAIRKAC-ASLEE------GYLPPVTFIVVQKRHNTRLFPT--N-----ED------NM--DK-SGNILP------G---TVVDTVICHPSEHDFYLCSHAGIR-------GTSRPAHYRVLLDENKFSADALQMLANDLCYTYARCTRSVSI------------VPPVYYAHLAAFRA----KFYVERSG-A-Q--Y  1080
BdAGO12like -----------------------IR------------ELLVSFY------------KAT------KCKPSRIIFY-R---------DGVSEGQFSQVLLYEMDAIRKAC-ATLQE------GYLPPVTFVVVQKRHHTRLFPE--NHR-A-RD------LT--DR-SGNILP------G---TVVDTKIFHPTEFDFYLCSHAGIQ-------GTSRPTHYHVLLDENGFSADALQTLTYNLCYTYARCTRSVSI------------AG--TWEKLTGWGEACCLRVFDQL-----VI-S  1016
OsAGO12 -----------------------IR------------ELLRSFY------------QET------GQKPSRIIFY-R---------DGISEGQFSQVLLYEMDAIRKAC-ASLQE------GYLPPVTFVVVQKRHHTRLFPE--NR----RD------MM--DR-SGNILP------G---TVVDTMICHPSEFDFYLCSHSGIK-------GTSRPTHYHVLLDENGFKADTLQTLTYNLSYTYARCTRAVSI------------VPPAYYAHLGAFRA----RYYME--D-E-H--S  1025
OsAGO11 -----------------------IR------------ELIESFR------------KANG-----SYKPGRIIFY-R---------DGVSEGQFSQVLLSEMDAIRKAC-ASIEE------GYLPPVTFVVVQKRHHTRLFPE--DHH-A-RD------QM--DR-SRNILP------G---TVVDTKICHPSEFDFYLCSHSGIQ-------GTSHPTHYYVLFDENNFSADALQTLTYHLCYTYARCTRSVSI------------VPPVYYAHLAASRA----RHYLE--E-G-SL-P   853
OsAGO17 -----------------------IK------------EHLMSFY------------RAT------KRKPGRIIFY-R---------DGVSKGQLPQALMHELGAIKMAC-ASMGP------DYNPLVTYVVLQKCRHTRLFAD--YYN---AN------TH--DS-TANIRA------G---TVVDSNICQPNQFDFYLCSHRSTQ-------GTKRPRYYHVLWDENDFLAGSFQELTNYLCYTSATCTQSISV------------VAPVHYARLLSSRA----RCYIK--P-R-SI-G   839
OsAGO13 -----------------------IR------------EFLIAFR------------KKT------GRRPERIIFY-R---------DGVSEGQFSRVLLHEMDAIRKAC-ASLEE------GYLPPVTFVVVQKRHHTRLFPE--VHG-R-RD------MT--DK-SGNILP------G---TVKDRQICHPTEFYFYLCSHAGIQ-------GTSRPTHYHVLYDENHFTADELQTLTNNLCYIYARCTHAVSV------------VPPAYYSHLAASHA----HCCIK--G-H-S--S   642
BdAGO18like -----------------------VR------------ELLRSFE------------KES------NRRPEQLIFY-R---------DGVSEGQFKQVLEKEIPEIEKAW-KAIY-------NEEPQITFIVVQKRHHTRLFPN--NHS-D-MS------SK--DS-SGNVLP------G---TVVDRQVCHPTEFDFFLCSHAGIK-------GTSRPTHYHVLRDDNKFTADALQSLTNNLCYTYASCTRSVSI------------APPVYYAHKLAFRA----RFYQT--Q-G-S--D   990
OsAGO18 -----------------------VR------------ELLNAFK------------RDS------KMEPKQLIFY-R---------DGVSEGQFQQVVESEIPEIEKAW-KSLYA------G-KPRITFIVVQKRHHTRLFPN--NYN-D-PR------GM--DG-TGNVRP------G---TVVDTVICHPREFDFFLCSQAGIK-------GTSRPSHYHVLRDDNNFTADQLQSVTNNLCYLYTSCTRSVSI------------PPPVYYAHKLAFRA----RFYLT--Q-V-P--V  1060
TcAGO1b -----------------------VR------------ELLIMFY------------KSTG-----GYKPHRIILY-R---------DGVSEGQFLQLLQHELTAIREAC-IKLES------DYKPGITFIVVQKRHHTRLFCA--DKK-E---------QS--GK-SGNIPA------G---TTVDVGITHPTEFDFYLCSHQGIQ-------GTSRPSHYHVLWDDSHLDSDELQCLTYQLCHTYVRCTRSVSI------------PAPAYYAHLVAFRA----RYHLV--E-K-E--H   875
TcAGO1a -----------------------VR------------ELLIMFY------------KSTG-----GYKPHRIILY-R---------DGVSEGQFLQLLQHELTAIREAC-IKLES------DYKPGITFIVVQKRHHTRLFCA--DKK-E---------QS--GK-SGNIPA------G---TTVDVGITHPTEFDFYLCSHQGIQ-------GTSRPSHYHVLWDDSHLDSDELQCLTYQLCHTYVRCTRSVSI------------PAPAYYAHLVAFRA----RYHLV--E-K-E--H   882
HsAGO2 -----------------------VR------------ELLIQFY------------KST------RFKPTRIIFY-R---------DGVSEGQFQQVLHHELLAIREAC-IKLEK------DYQPGITFIVVQKRHHTRLFCT--DKN-E---------RV--GK-SGNIPA------G---TTVDTKITHPTEFDFYLCSHAGIQ-------GTSRPSHYHVLWDDNRFSSDELQILTYQLCHTYVRCTRSVSI------------PAPAYYAHLVAFRA----RYHLV--D-K-E--H   822
AlAGO7 -----------------------VK------------ELLDDFY------------KAV------NKLPNRIIFF-R---------DGVSETQFKKILQEELQSIKIAC-SKFQ-------DYNPSITFAVVQKRHHTRLFRC--NPD------------------NENIPP------G---TVVDTVITHPKEFDFYLCSHLGVK-------GTSRPTHYHILWDENEFTSDELQRLVYNLCYTFVRCTKPISI------------VPPAYYAHLAAYRG----RLYIE--RSS-E--S   954
AtAGO7 -----------------------VK------------ELLDDFY------------KAV------KKLPNRIIFF-R---------DGVSETQFKKVLQEELQSIKTAC-SKFQ-------DYNPSITFAVVQKRHHTRLFRC--DPD------------------HENIPP------G---TVVDTVITHPKEFDFYLCSHLGVK-------GTSRPTHYHILWDENEFTSDELQRLVYNLCYTFVRCTKPISI------------VPPAYYAHLAAYRG----RLYIE--RSS-E--S   955
CrbAGO7 -----------------------VK------------ELLDDFY------------KAV------NKLPNRIIFF-R---------DGVSETQFKKVLQEELQSIKAAC-SKFQ-------DYNPSITFAVVQKRHHTRLFRC--EPD------------------SENIPP------G---TVVDTVITHPNEFDFYLCSHLGVK-------GTSRPTHYHILWDENKFTSDELQRLVYNLCHTFVRCTKPISI------------VPPAYYAHLAAYRG----RLYIE--RSS-E--S   955
ThAGO7 -----------------------VK------------ELLDDFY------------KAV------NKLPSRIIFF-R---------DGVSETQFKKILQEELQSIKTAC-TKFH-------GYNPSITFAVVQKRHHTRLFRC--DPD----------------H-HENIPP------G---TVVDTVITHPKEFDFYLCSHLGVK-------GTSRPTHYHILWDENEFTSDELQRLVYNLCYTFVRCTKPVSI------------VPPAYYAHLAAYRG----RLYIE--RSS-E--T   964
BrAGO7 -----------------------VK------------ELLEDFH------------KAL------KKLPNRIIFF-R---------DGVSETQFKKVLQEELQSIKAAC-SNFD-------HYNPTITFAVVQKRHHTRLFRR--DPV---------------CH-HENIPP------G---TVVDTVITHPKEFDFYLCSHLGVK-------GTSRPTHYHILWDENEFTSDELQRLVYNLCYTFVRCTKPVSI------------VPPAYYAHLAAYRG----RLYIE--RSS-EL-T   946
CpAGO7 -----------------------VG------------ELLDDFL------------QEI------TQLPKRIIFF-R---------DGVSETQFNKVLKEELQAIREAC-SRFP-------GYRPPITFSVVQKRHHTRLFPY--DLD-S-SS----SQNQ--FF-EENIPP------G---TVVDTVITHPREFDFYLCSHWGVK-------GTSRPTHYHVLWDENHFTSDELQKLVYNLCYTFVRCTKPVSL------------VPPAYYAHLAAYRG----RLYLE--RSS-E--P   844
MeAGO7b -----------------------VK------------ELLDDFY------------KEA------NKLPKRIMFF-R---------DGVSETQFHKVLQEELKSIREAC-SRFP-------CYKPPITFAVVQKRHHTRLFPC--ETD-LSSS----IQDQ--FY-NENIPP------G---TVVDTVITHPKEFDFYLCSHWGVK-------GTSRPTHYHVLWDENQFTSDELQKLVYNLCYTFVRCTKPVSL------------VPPAYYAHLAAYRG----RLYIE--R-S-E--S   984
PtAGO7 -----------------------VK------------ELLDDFY------------QEL------NELPKRIIFF-R---------DGVSETQFYKVLKEELQAIREAC-SRFP-------GYRPPITFAVVQKRHHTRLFPN--ETD-P-SS----TQNQ--FS-DENIPP------G---TVVDTVITHPREFDFYLCSHWGVK-------GTSRPTHYHVLWDENQFTSDELQKLVYNLCYTFVRCTKPVSL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--C   835
RcAGO7 -----------------------VK------------ELLDDFF------------QEV------GKLPKRIIFF-R---------DGVSETQFHKVLQEELQAIREAC-SRFP-------GYRPPITFAVVQKRHHTRLFPC--ETD-L-AS----IQNQ--FY-DENIPP------G---TVVDTVITHPKEFDFYLCSHWGVK-------GTSRPTHYHVLWDENQFTSDELQKLVYNLCYTFVRCTKPVSL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--S   985
MeAGO7a -----------------------VK------------ELLDEFY------------QEA------RKLPKRIIFF-R---------DGVSETQFYKVLQEELRAIQEAC-SRYP-------GYRPLITFAVVQKRHHTRLFHC--ETD-E-SS----IQNQ--FY-GENIPP------G---TVVDTVITHPKEFDFYLCSHWGVK-------GTSRPTHYHVLWDENQFTSDELQKLVYNLCYTFVRCTKPISL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--S   986
MdAGO7b -----------------------VE------------ELLNEFR------------QEV------GKLPKRIIFF-R---------DGVSETQFYKVLQEELQAIKGAC-SNFP-------GYAPPITFAVVQKRHHTRLFPF--KID-L-SS----KQNQ--LL-DENIPP------G---TVVDTVITHPKEFDFYLCSHWGVK-------GTSRPTHYHILWDENLFTSDELQKLVNILCYTYARCTKPVSL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--S   989
PprAGO7 -----------------------TE------------ELLDEFY------------QEV------GKLPKRIVFF-R---------DGVSETQFYKVLQEELQAIKGAC-SKFP-------GFAPPITFAVVQKRHHTRLFPF--KID-P-SS----RQNQ--LL-DENIPP------G---TVVDTVITHPKEFDFYLCSHWGVK-------GTSRPTHYHILWDENQFTSDELQKLVNILCYTYVRCTKPVSL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--S   978
VvAGO7like -----------------------VG------------EILDDFY------------QQV------SQLPKRIIFF-R---------DGVSETQFYKVLQEELQAIRVAC-SRFP-------SYRPPITFAVVQKRHHTRLFPN--ESN-P-SS----IGNQ--FS-DDNIPP------G---TVVDAVITHPREFDFYLCSHWGVK-------GTSRPTHYHVLWDDNHFTSDELQKLVYNLCYTFVRCTKPVSL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--F   970
CsnAGO7 -----------------------VG------------ELLDDFY------------HEL------NKLPRRIIFF-R---------DGVSETQFYKVLQEELQSIREAC-SRFP-------GYSPPITFVVVQKRHHTRLFPY--DND-P-SS----AHNQ--SS-DENIPP------G---TVVDTVITHPREFDFYLCSHWGVK-------GTSRPTHYHILWDDNKFTSDELQKLVYNLCYTFVRCTKPVSL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--S   995
MdAGO7a -----------------------VE------------ELLNEFC------------QEV------GKLPKRIIFF-R---------DGVSETQFYKVLQEELQSIKRAC-SRLP-------GYAPPITFAVVQKRHHTRLFPF--KID-P-SS----KQNQ--LL-DENIPP------G---TVVDTVITHPKEFDFYLCSHWGVK-------GTSRPTHYHILRDENEFTSDELQKLVNILCYTYARCTKPVSL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--S   981
GmAGO7like -----------------------VG------------ELLDDFY------------QEV------EKLPNRIIFF-R---------DGVSETQFYKVLEEELQSIRFAC-SRFP-------GYKPTITFAVVQKRHHTRLFPF--ETD-Q-SS----TQNN--FL-YENIPP------G---TVVDSVITHPKEFDFYLCSHWGVK-------GTSRPTHYHVLWDENQFTSDELQKLVYNLCYTFVRCTKPISL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--S   996
PvAGO7 -----------------------VG------------ELLDDFY------------QEV------EKLPSRIIFF-R---------DGVSETQFYKVLEDELQSIRCAC-TRFP-------GYKPSITFAVVQKRHHTRLFPF--ETD-Q-SS----TQNH--FL-YENIPP------G---TVVDSVITHPNEFDFYLCSHWGVK-------GTSRPTHYHVLWDENQFTSDELQKLVYNLCYTFVRCTKPISL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--S   992
LjAGO7 -----------------------VG------------ELLDDFY------------QEV------EKLPNRIVFF-R---------DGVSETQFHKVMQEELQSIRHAC-ERFP-------DYKPLITFAVVQKRHHTRLFPFPGETD-P-SS----PQNN--FL-YENIPP------G---TVVDSVITHPKEFDFYLCSHWGVK-------GTSRPTHYHVLWDENQFTSDELQKLVYNLCYTFVRCTKPISL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--S   985
MtAGO7 -----------------------VG------------ELLEDFY------------QEV------EKLPNRIIFF-R---------DGVSETQFYKVLQEELQSIKQACSSRFH-------GYKPFITFVVVQKRHHTRLFPA--DTD-Q-SS----MHNNFHFQ-YENIPP------G---TVVDSVITHPKEFDFYLCSHWGVK-------GTSRPTHYHVLLDENKFTSDELQKLVYNLCFTFVRCTKPISL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--S   981
NaAGO7 -----------------------IG------------EILDDFY------------EEL------LKLPERIIFF-R---------DGVSETQFLKVLKEELQAIRVAC-SRFP-------GYKPPITFVVVQKRHHTRLFPC--ELD-P-SS----TRNQ--FF-NENIPP------G---TVVDSVITHPREFDFYLCSHWGVK-------GTSRPIHYHVLWDENQFTSDELQKLVYNLCYTFVRCTKPISL------------VPPAYYAHLAAYRG----RLYLE--R-S-D--S   959
EgAGO7 -----------------------VG------------ELLDDFQ------------LEV------KELPRRIIFF-R---------DGVSETQFHKVLKEELLAIKKGC-ARFP-------GYRPTVTFVVVQKRHHTRLFPE--DAD-F-CS----TKSQ--VF-DENIPP------G---TVVDTVITHPKEFDFYLCSHSGVK-------GTSRPAHYHVLVDENEFTSDELQKLVYNLCYTFVRCTKPVSL------------VPPAYYAHLAAYRG----RLYLE--R-S-E--M   981
LuAGO7 -----------------------VK------------ELLDEFY------------NEV------SKLPRRIMFF-R---------DGVSETQFKKVLKEELQAIKEAC-SKFP-------GYRPLITFAVVQKRHHTKLFPS----D-P-SSF---VQNC--TN-DENIPP------G---TVVDTVITHPTEFDFYLCSHWGVK-------GTSRPTHYHVLWDENQFTSDELQKLVYNLCYTFVRCTKPVSL------------VPPVYYAHLAAYRG----RLYVD--R-S-S--S   990
MgAGO7 -----------------------VT------------EILEDFL------------HEL------SKLPTRIVFF-R---------DGVSETQFHKVMHEELKAIKEAC-SRFS-------DYAPPITFAVVQKRHHTRLFPT--ENQ-L-------------PP-DENVSP------G---TVVDSVIVHPREFDFYLCSHWGVK-------GTSRPIHYHVLWDENKFTSDEVQKLVYNLCYTFVRCTKPVSI------------VPPVYYAHLAAYRG----SLYLD--R-S-D--L   804
BdAGO7like -----------------------AG------------ELLEEFL------------KEV------GKLPARIIFF-R---------DGVSETQFDKVLKEEMHAVRMTC-SRYP-------GYKPLITFIVVQKRHHTRLFHR--EKN-G-GS------TH--YS-DQNIPP------G---TVVDTVITHPREFDFYLCSHWGTK-------GTSRPTHYHILLDENKFGSDELQQLIHNLCYTFVRCTRPVSL------------VPPAYYAHLAAYRG----KLYLE--R-S-D--S  1005
OsSHL4 -----------------------AG------------ELLEEFL------------KEV------GKLPSRIIFF-R---------DGVSETQFYKVLKEEMHAVRTTC-SRYP-------GYKPLITFIVVQKRHHTRLFHR--ERN-G-SS------SH--YS-DQNIPP------G---TVVDTVITHPREFDFYLCSHWGTK-------GTSRPTHYHVLWDENNFRSDEVQQLIHNLCYTFARCTRPVSL------------VPPAYYAHLAAYRG----RLYLE--R-S-D---  1020
SbAGO7 -----------------------TG------------ELLEEFV------------KEV------GKLPSRIIFF-R---------DGVSETLFYKVLTEELQAVRLAC-SRYP-------GYKPAITFVVVQKRQHTRLFHR--EKN-G-GS------TH--YA-DQNVPP------G---TVVDTVITHPREFDFYLCSHWGTK-------GTSRPTHYRVLWDENNFKSDEMQQLIHNLCYTFARCTKPVSL------------VPPAYYAHLAAYRG----RLYLE--R-S-D--S  1000
AlAGO3 -----------------------CL------------ELVNAHS------------NAT------KKRPNKIVIF-R---------DGVSDGQFDMVLNVELQNVKDTF-KKI--------EYNPLITVIVAQKRHQTRFFPA--TSN-D----------------KDNVLS------G---TVVDTKIIHPFEYDFYLCSHHGAI-------GTSKPTHYYVLYDEIGFKSDQIQKLIFDVCFTFTRCTKPVAL------------VPPVSYADKAASRG----RLYYE--A-S-F--M  1064
AtAGO3 -----------------------CW------------ELIEAHS------------QAP------EKRPNKIVIF-R---------DGVSDGQFDMVLNVELQNVKDVF-AKV--------GYNPQITVIVAQKRHQTRFFPA-TTSK-D----------G--RA-KGNVPS------G---TVVDTTIIHPFEYDFYLCSQHGAI-------GTSKPTHYYVLSDEIGFNSNQIQKLIFDLCFTFTRCTKPVAL------------VPPVSYADKAASRG----RVYYE--A-S-L--M  1149
AlAGO2 -----------------------CL------------ELVKAHV------------QAT------GKRPNKIVIF-R---------DGVSDAQFDMVLNVELLDVKLTF-EKN--------GYNPKITVIVAQKRHQTRFFPA--TSN-D----------G--SD-KGNVPS------G---TVVDTKVIHPYEYDFYICSHHGGI-------GTSKPTHYYTLWDELGFTSDQVQKLIFEMCFTFTRCTKPVSL------------VPPVYYADMVAFRG----RMYHE--A-S-S--R   978
AtAGO2 -----------------------CL------------ELVKAHV------------QAT------GKRPNKIVIF-R---------DGVSDAQFDMVLNVELLDVKLTF-EKN--------GYNPKITVIVAQKRHQTRFFPA--TNN-D----------G--SD-KGNVPS------G---TVVDTKVIHPYEYDFYLCSHHGGI-------GTSKPTHYYTLWDELGFTSDQVQKLIFEMCFTFTRCTKPVSL------------VPPVYYADMVAFRG----RMYHE--A-S-S--R   969
CrbAGO2 -----------------------CL------------ELVKAHV------------KAT------GKRPNKIVIF-R---------DGVSDAQFDMVLNVELLDVKLTF-EKA--------GYNPKITVIVAQKRHQTRFFPA--TSN-D----------G--SD-KGNVPS------G---TVLDTKVIHPYEYDFYLCSHHGGI-------GTSKPTHYYTLWDELGFTSDQVQKLIFEMCFTFTRCTKPVSL------------VPPVYYADMVAYRG----RMYHE--A-S-S--R   976
ThAGO2 -----------------------CL------------ELVKAHY------------QAT------GKRPNKIVIF-R---------DGVSDGQFDMVLNVELLDVKLTF-EKN--------GYNPKITVIVAQKRHQTRFFPA--TSN-D----------G--SD-KGNVPS------G---TVVDTKVIHPFEYDFYLCSHHGGI-------GTSKPTHYYTLWDELGFTSDQIQKLIFEMCFTFTRCTKPVSL------------VPPVYYADMVAFRG----RIYYE--A-S-S--R  1013
BrAGO2a -----------------------CL------------ELVKAHV------------QST------GKRPNKIVIF-R---------DGVSDGQFDMVLNVELLDVKLTF-EKN--------GYNPKITVIVAQKRHQTRFFPA--TDN-D----------G--SD-KGNVPS------G---TVVDTKVIHPFEYDFYLCSHHGGI-------GTSKPTHYYTLWDELGFTSDQVQKLIFEMCFTFTRCTKPVSL------------VPPVYYADMVAYRG----RMYHE--A-S-S--R   993
BrAGO2b -----------------------CF------------ELVKAHY------------QVT------RKRPNKIVIF-R---------DGVSDGQFDMVLNRELLDVKLTF-ERD--------NYFPKITVIVAQKRHQTRFFPD--TPN-D----------A--SD-KGNVPS------G---TVVDTKVIHPFEYDFYLCSHHGGI-------GTSKPTHYYALWDELDFTSDQMQKLIFDMCFTFTRCTKPVSL------------VPPVYYADMVAFRG----RIYHE--A-S-S--R   967
CrbAGO3 -----------------------CL------------ELVKAHA------------TAT------GKRPNKIVIF-R---------DGVSDAQFDMVLNVELRDVKLSF-EKD--------GYNPKITVIVAQKRHQTRFFPA--TSA-D----------G--SD-KGNVPS------G---TVVDTEVIHPSKRDFYLCSHHGGM-------GTSKPTHYYTLWDELGFTSDQIQKLIFEMCFTFTRCTKPISL------------VPPVKYADMVAYRG----RFYYD--A-S-I--M   902
CpAGO2 -----------------------CL------------DLAETYA------------RLNK-----GVKPKKVVVF-R---------DGVSEGQFDMVLNEELLDMKDAF-QKV--------SYFPNITIVVAQKRHQTRFFPE--SEK-D----------G--GL-TGNIPP------G---TVVDTKIIHPFEFDFYLCSHYGSI-------GTSKPTHYHVLWDENGFSSDQLQKLIYDMCFTFARCTKSVSL------------IPPVYYADLVAYRG----RLYHE--A-V-I--E   969
GmAGO2like1 -----------------------CL------------ELVACYR------------RMN------GVRPERIVIF-R---------DGVSEYQFDMVLNEELLDLKGVF-QRV--------NYFPTITLIVTQKRHHTRFFPE--GWR-D----------G--SS-SGNVLP------G---TVVDTKVIHPYEFDFYLCSYYGNL-------GTSKPTHYHVLWDEHKFTSDLLQKLIYEMCFTFAKCTKPVSL------------VPPVYYADLAAYRG----RLYHE--A-R-I--R   874
MtAGO2 -----------------------CV------------ELVSCYW------------QKN------GVRPEKIVVF-R---------DGVSEFQFDMVLNEELLDLKRAF-QRL--------NYFPTITLIVAQKRHQTRFFPD--SWR-D----------G--SS-SGNILP------G---TVVDTKVTHPFEFDFYLCSYYGSL-------GTSKPTHYHVLWDEHKFTSDELQKLIYEMCFTFARCTKPVSL------------VPPVYYADLAAYRG----RLYHE--A-K-T--G   996
GmAGO2like2 -----------------------CY------------ELVSYYD------------RLN------KVRPEKIVVF-R---------DGVSESQFHMVLTEELQDLKSVF-SDA--------NYFPTITIIVAQKRHQTRFFPV--GPK-D----------G--IQ-NGNVFP------G---TVVDTKVVHPFEFDFYLCSHYGSL-------GTSKPTHYHVLWDEHKFNSDDLQKLIYDMCFTFARCTKPVSL------------VPPVYYADLTAYRG----RLYYE--A-M-N--Q   920
MtAGO3 -----------------------CL------------DLVRHYE------------KLN------KVRPQKIVIF-R---------DGVSESQFHMVLGEELKDLKTVF-QHS--------NYFPTITLIVAQKRHQTRLFPA--GVR-E----------G--AP-SGNVFP------G---TVVDTKVVHPFEFDFYLCSHYGSL-------GTSKPTHYHVLWDEHRFTSDNLQKLIYDMCFTFARCTKPVSL------------VPPVYYADLAAYRG----RLYYE--A-K-M--S   931
VvAGO2like -----------------------CL------------ELIETYA------------QVN------RAKPDKIVVF-R---------DGVSEGQFDMVLNEELVDLKGAI-QRG--------NYNPTITLIITQKRHQTRLFPE--SKR-E-RG-----QDR--SF-NENVSP------G---TVVDTTVVHPFEFDFYLCSHYGGI-------GTSKPTHYHVLYDEHRFSSDQLQKLIYNLCFTFVRCTKPVSL------------VPPVYYADLAAYRG----RLYHD--A-L----E  1005
NaAGO2 -----------------------CA------------DLLNAYA------------RLN------SVKPNRIVVF-R---------DGVSEGQFDMVLNEELVDLMKAI-YDD--------HYRPAITLVVAQKRHHTRLFPD--------------------GG-PGNVPP------G---TVVDTVIVHPSDFDFYLCSHFGGL-------GTSKPTHYHVLWDENGFNSDRLQKLTYNMCFTFARCTKPVSL------------VPPVYYADLVAYRG----RMFQE--V-L-M--E  1040
SlAGOlike1 -----------------------CA------------DLVHTYK------------EIN------SVKPNKIVVF-R---------DGVSEGQFDMVLNEELLDLAKAI-YDS--------NYQPAITLVVAQKRHHTRLFPE--------------------GG-PANVPP------G---TVVDTIIVHPSDFDFYLCSHFGGL-------GTSKPTHYHVLWDDNGFNSDSLQKLIYNMCFTFARCTKPVSL------------VPPVYYADLVAYRG----RMFQE--V-L-M--E   863
SlAGOlike2 -----------------------CA------------DLVRTYE------------ELN------SVKPNKIVVF-R---------DGVSGSQFDMVLNEELNDLVKDI-YDRY-------KYKPEITLVVAQKRHHTRLFPR-----------------------EGNVPP------G---TVVDTQIVHPFDFDFYLCSHFGQL-------GTSKATHYHVLWDENGFNSDILQRLIYNMCFTFARCTKPVSL------------VPPVYYADLVAYRG----RMFQE--V-V-M--E   933
SlAGOlike3 -----------------------CK------------DLVLTYE------------KRN------SVKPNKIVVF-R---------DGVSDSQFDMVLNEELTDLANAI-YESN-------KYQPAITLVVAQKRHHTRLFPK-----------------------EGNVSP------G---TVVDTQIVHPSGFDFYLCSHYGQL-------GTSKATHYHVLYDDNGFISVDLQRLIYNMCFTFARCTKPVSL------------VPPVYYADLVAYRG----RMFQE--V-L-M--E   957
BdAGO2like -----------------------CK------------ELIQVYE------------KKN------GVKPQKIIYF-R---------DGVSDNQFEMVLKQELKQLENML-KALKE------GYSPTITAIVAKKRHHTRLFPK--------------------DE-DRNVLP------G---TVVDTDVVNTADQDFFLCSHDGLH-------GTSRPTHYHRLKDDHGFEPVDLQKLVYNMCFLFARCTKPVSL------------TTPVKYADLAAYRG----RDYYD--I-M-K--T   903
HvAGO3 -----------------------VQ------------ELIGVFE------------KKA------GVKPQRIIYF-R---------DGVSDGQFEMVLNEELADMENVI-KV--------KGYSPTITVIVAKKRHHTRLFPK--EHN-E--------PLQ--TK-NGNVLP------G---TVVDTRIVDPVTYDFYLCSHNGLI-------GTSRPTHYYNLMDEHGYGSDDLQRLVYNLCFVFARCTKPVSL------------ATPVYYADLAAYRG----RLYYE--G-M-L--A  1011
OsAGO2 -----------------------CK------------ELIGVFE------------KRN------RVKPQRIIYF-R---------DGVSDGQFDMVLNEELADMEKAI-KT--------KDYSPTITVIVAKKRHHTRLFPK--DLN-Q---------QQ--TK-NGNVLP------G---TVVDTGVVDPAAYDFYLCSHNGLI-------GTSRPTHYYSLLDEHGFASDDLQKLVYNLCFVFARCTKPVSL------------ATPVYYADLAAYRG----RLYYE--G-M-M--M   993
OsAGO3 -----------------------CK------------ELIGAYE------------KVN------KKKPDSIIYF-R---------DGVSDGQFDMVLNEELADMENKI-MV---------GDYPKITVIVAKKRHHTRLFPK--DRN-Q---------RQ--TK-NGNVLP------G---TVVDTDVVDPTAYDFYLCSHKGEV-------GTSRPTHYYSLLDEHGFASDDLQKLVYNLCFVFARCTKPVSL------------ATPVYYADLAAYRG----RLYYE--G-M-M--M  1027
TcAGO2b -----------------------TV------------EQLKFFY------------QKT------GFKPESIVFF-R---------DGVSEGQFKQVQRAEIAAIQKAC-KMLQK-----DDYEPKITFLVVQKRHHTRLFPT--NPR-D---------SE--DK-NNNVPA------G---TCVDTHITNPRMQDFYLVSHASIQ-------GVAKPTKYCTLWDDNNMNNDDIEELTYHLCHMFTRCNRSVSY------------PAPTYYAHLAAARA----KVYIE--N-D-K--L   877
TcAGO2a -----------------------TV------------EQLMFFY------------RKT------RHKPETIVFF-R---------DGVSEGQFAEVRRAEISAIHQAC-KKLQR-----EGYEPRITFLVVQKRHHTRLFPT--NPR-D---------SE--DR-NNNVPA------G---TCVDTHITNPMMQDFYLVSHASIQ-------GVAKPTKYCTLWDDNNMSNDDIEELTYYLCHMFTRCNRSVSY------------PAPTYYAHLAAARA----KVYVE--N-V-K--L   829
AlAGO9 -----------------------FR------------ELLLDFY------------YSSE-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQMMQAC-KFLDE------HWNPKFTVIVAQKNHHTKFFQS--SRP-D------------------NVPP------G---TIIDSQICHPRNFDFYLCAHAGMI-------GTTRPTHYHVLYDEIGFATDDLQELVHSLSYVYQRSTTAISV------------VAPVCYAHLAAAQM----GTVMK--Y-E-E--L   867
CrbAGO9 -----------------------FR------------ELLLDFY------------FSSE-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQMMQAC-KFLDE------NWNPKFTLIVAQKNHHTKFFQS--GNP-N------------------NVPP------G---TIIDSQICHPRNNDFYLCAHAGMI-------GTTRPTHYHVLYDEIGFATDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQM----GTVMK--Y-E-E--M   887
AtAGO9 -----------------------FR------------ELLLDFY------------YSSE-----NRKPEHIIIF-R---------DGVSESQFNQVLNIELDQMMQAC-KFLDD------TWHPKFTVIVAQKNHHTKFFQS--RGP-D------------------NVPP------G---TIIDSQICHPRNFDFYLCAHAGMI-------GTTRPTHYHVLYDEIGFATDDLQELVHSLSYVYQRSTTAISV------------VAPVCYAHLAAAQM----GTVMK--Y-E-E--L   861
BrAGO9a -----------------------FR------------ELLVDFY------------SSSQ-----KRKPDHIIIF-R---------DGVSESQFNQVLNIELDQMMQAC-KFLDE------KLNPKFTVIIAQKNHHTKFFQD--KGP-D------------------NVPP------G---TIIDSKICHPRNNDFYLCAHAGMI-------GTTRPTHYHVLYDEINFTTDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQM----GTVMK--F-E-DLSL   871
ThAGO9 -----------------------FR------------ELLIDFY------------SSSG-----KRKPDHIIIF-R---------DGVSESQFNQVLNIELDQMMQAC-KFLDS------NWDPKFTVIIAQKNHHIKFFQA--GCP-D------------------NVPP------G---TIIDNKICHPRNNDFYLCAHAGMI-------GTTRPTHYHVLFDQIKFSTDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQM----GTVMK--F-E-DMSL   868
BrAGO9b -----------------------FS------------ELLWDFY------------LSSK-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQMMQAC-KFVEE------NWEPKFTVIIAQKNHHTKFFQA--EGP-G------------------NVPP------G---TIIDSKICHPRNNDFYLCAHNGMI-------GTTRPTHYHVLYDEIGFSTDDLQELVHSLSYVYQRSTTAISV------------VAPVCYAHLAAAQM----GTVMK--F-E-DMSL   876
BrAGO9c YSRVVFIACGSGFCHINEKLYALFR------------ELLFDFY------------TSSG-----KRRPEHIIIF-R---------DGVSDSQFNQVLNIELDQIMQAC-KFVEE------NWEPKFTVIIAQKNHHTKFFQD--RGT-E------------------NVLP------G---TIVDSRICHPHNNDFYLCAHAGLI-------GTTRPTHYHVLYDEIRFSTDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQM----GTVMK--F-E-DMSL   895
AlAGO8 -----------------------MR------------ELLLDFY------------SSSA------VKPNHIIIF-R---------DGVSESQFNQVLNIELDQM--------------------------KQKNHHTKFFQT--RSP-D------------------NVPP------G---TIIDSNICHQHNNDFYLCAHAGMI-------GTTRPTHYHVLYDEIGFDTDQLQELVHSLSYVYQRSTTAISL------------VAPICYAHLAAAQM----GTAMK--F-E-D--I   813
AtAGO8 -----------------------MR------------ELLLDFH------------SSSG------KKPNHIIIF-R---------DGVSESQFNQVLNIELDQMM--------------------------QINHHTKFFQT--ESP-N------------------NVLP------G---TIIDSNICHQHNNDFYLCAHAGKI-------GTTRPTHYHVLYDEIGFDTDQLQELVHSLSYVYQRSTTAISL------------VAPICYAHLAAAQM----ATAMK--F-E-D--M   815
CrbAGO8 -----------------------MR------------ELLLDFE------------SSSG------VKPNHIIIF-R---------DGVSESQFNRVLNIELDQMM--------------------------QKNHHTKFFQT--RSP-D------------------NVPP------G---TIVDSNICHPRNNDFYLCAHAGKF-------GTTRPTHYHVLYDEIGFNTDNLQELVHSLSYVYQRSTSAISL------------AAPICYAHLAASQM----ATAMK--F-E-D--M   826
AlAGO4 -----------------------IK------------ELLVDFY------------TSSN-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KLLDA------NWNPKFLLLVAQKNHHTKFFQT--SSP-D------------------NVPP------G---TIIDNKICHPKNNDFYLCAHAGMI-------GTTRPTHYHVLYDEIGFSPDELQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQL----GTFMK--F-E-D--Q   889
CrbAGO4 -----------------------IK------------ELLVDFY------------TSSN-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQIIQAC-KFLDE------KWNPKFLLLVAQKNHHTKFFQP--GSP-D------------------NVPP------G---TIIDNKICHPKNNDFYLCAHAGMI-------GTTRPTHYHVLYDEIGFSPDELQELVHSLSYVYQRSTSAISV------------VAPICYAHLAAAQL----GTFMK--F-E-D--Q   888
AtAGO4 -----------------------IK------------ELLVDFY------------TSSN-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KLLDA------NWNPKFLLLVAQKNHHTKFFQP--TSP-E------------------NVPP------G---TIIDNKICHPKNNDFYLCAHAGMI-------GTTRPTHYHVLYDEIGFSADELQELVHSLSYVYQRSTSAISV------------VAPICYAHLAAAQL----GTFMK--F-E-D--Q   889
BrAGO4 -----------------------IK------------ELLVDFY------------TSSG-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KLLDE------NWNPKFLLLVAQKNHHTKFFQP--NSP-D------------------NVPP------G---TIIDNKICHPKNNDFYLCAHAGMI-------GTTRPTHYHVLYDEIHFSPDELQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQL----GTFMK--F-E-D--Q   887
ThAGO4 -----------------------IK------------ELLVDFY------------TSSG-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQIMEAC-KLLDE------NWDPKFLVLVAQKNHHTKFFQT--SSP-D------------------NVPP------G---TIIDNKICHPNNYDFYLCAHAGMI-------GTTRPTHYHVLFDDIHFSPDELQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQL----GTFMK--F-E-D--Q   887
CpAGO4 -----------------------MR------------ELLLDFY------------TSSG-----KRKPDQIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------SWSPKFLVIIAQKNHHTKFFQS--GSP-D------------------NVPP------G---TVIDSKICHPRNNDFYLCAHAGMI-------GTTRPTHYHVLLDEIGFSADDLQELVHSLSYVYQRSTTAISV------------VAPVCYAHLAATQM----GQFIK--F-E-D--A   888
CsnAGO4 -----------------------IR------------ELLLDFY------------TSSG-----KRKPEQIIIF-R---------DGVSESQFNQVLNVELNQIIEAC-KFLDE------KWSPKFAVIVAQKNHHTKFFQS--GSP-D------------------NVPP------G---TVVDNKVCHPRNYDFYLCAHAGMI-------GTSRPTHYHVLFDEIGFSSDELQELVHSLSYVYQRSTTAISV------------VAPICYAHLAASQV----GSFMK--F-D-D--L   885
MeAGO4 -----------------------IR------------ELLLDFY------------TSSG-----KRKPDQIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------KWNPKFVVIVAQKNHHTKFFQK--GSP-D------------------NVPP------G---TVIDNKVCHPRNNDFYLCAHAGMI-------GTTRPTHYHVLLDEVGFSADDLQDLVHSLSYVYQRSTTAISV------------VAPICYAHLAATQM----GSFMK--F-E-D--T   874
RcAGO4a -----------------------MR------------ELLLDFY------------SSSG-----KRKPEQIIIF-R---------DGVSESQFNQVLNIELNQIIEAC-KHLDE------KWNPKFVVIIAQKNHHTKFFQP--GLP-D------------------NVPP------G---TVIDNKVCHPRNNDFYLCAHAGMI-------GTTRPTHYHVLLDEVGFSADELQELVHSLSYVYQRSTTAISV------------VAPVCYAHLAATQM----GQFMK--F-E-D--A   886
EgAGO4a -----------------------MR------------ELLLDFY------------VSSG-----KRKPEQIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------KWSPKFVVIVAQKNHHTKFFQP--GSP-D------------------NVPP------G---TIIDNKVCHPRNNDFYLCAHAGMI-------GTTRPTHYHVLMDEVGFSADDLQELVHSLSYVYQRSTTAISV------------VAPVCYAHLAATQM----GQFMK--F-E-D--A   884
PhAGO4like -----------------------MR------------ELLLDFY------------VSSQ-----KRKPDQIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------KWNPKFVVIVAQKNHHTKFFQP--GSP-D------------------NVPP------G---TVIDNKVCHPRNNDFYLCAQAGMI-------GTTRPTHYHVLLDEMGFSADDLQEFVHSLSYVYQRSTTAISV------------VAPICYAHLAATQM----GQFMK--F-E-D--T   897
VvAGO4 -----------------------IR------------ELLLDFY------------VSSG-----KRKPDQIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------KWSPKFVVIVAQKNHHTKFFQH--GSP-D------------------NVPP------G---TVIDNKVCHPRNNDFYLCAHAGMI-------GTTRPTHYHVLLDEVGFSSDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAATQM----SQFMK--F-E-D--T   878
CstAGO4 -----------------------MR------------ELLLDFY------------TSSG-----KRKPDQIIIF-R---------DGVSESQFNQVLNVELDQIIQSC-KFLDE------NWNPKFVVIVAQKNHHTKFFQP--GSP-D------------------NVPP------G---TIIDNKICHPRNNDFYLCAHAGMI-------GTTRPTHYHVLLDEVGFSADDLQELVHSLSYVYQRSTTAISV------------VAPVCYAHLAATQI----GQFIK--F-E-E--T   880
PprAGO4a -----------------------MR------------ELLLDFY------------TSSG-----KQKPDQIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------NWNPKFVVIIAQKNHHTKFFQP--PSP-D------------------NVPP------G---TIIDNKVCHPRNNDFYLCAQAGMI-------GTTRPTHYHVLLDEVGFSADDLQELVHSLSYVYQRSTTAISV------------VAPVCYAHLAATQM----GQFMK--F-E-D--A   904
MgAGO4 -----------------------MR------------EALLDFY------------VSSG-----KRKPDQIIIF-R---------DGVSESQFNQVLNIELSQIIEAC-KFLDE------KWNPKFVVIIAQKNHHTKFFQP--NSP-D------------------NVQP------G---TVIDNKVCHPRNNDFYLCAHAGMI-------GTTRPTHYHVLLDEMGFSTDDLQELVHSLSYVYQRSTTAISI------------VAPICYAHLAATQL----GQWMK--F-E-D--T   901
NaAGO4a -----------------------MR------------ELLLDFY------------VSSG-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQLIEAC-KFLDE------KWSPKFVIIVAQKNHHTKFFQA--GSP-D------------------NVPP------G---TIIDNKVCHPRNYDFYLCAHAGMI-------GTTRPTHYHVLLDEVGFSPDDLQDLVHNLSYVYQRSTTAISI------------VAPVSYAHLAATQV----GQWMK--F-E-D--A   877
NbAGO4-1 -----------------------MR------------ELLLDFY------------VGSG-----KRKPEHIVIF-R---------DGVSESQFNQVLNIELDQLIEAC-KFLDE------KWSPKFVIIVAQKNHHTKFFQA--GSP-D------------------NVPP------G---TIIDNKVCHPRNYDFYLCAHAGMI-------GTTRPTHYHVLLDEVGFSPDDLQDLVHNLSYVYQRSTTAISI------------VAPVSYAHLAATQV----GQWMK--F-E-D--A   877
NaAGO4b -----------------------MR------------EALLDFY------------VSSG-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------KWSPKFTVIIAQKNHHTKFFQP--GDP-N------------------NVPP------G---TIIDNKVCHPRNYDFYLCAHAGMI-------GTTRPTHYHVLYDEIGFSPDDLQELVHNLSYVYQRSTTAISV------------VAPICYAHLAATQM----GQWMK--F-E-D--T   870
NbAGO4-2 -----------------------MR------------EALLDFY------------VSSG-----KRKPEHIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------KWSPKFTVIIAQKNHHTKFFQP--GDP-N------------------NVPP------G---TIIDNKVCHPRNYDFYLCAHAGMI-------GTTRPTHYHVLHDEIGFSPDDLQELVHNLSYVYQRSTTAISV------------VAPICYAHLAATQM----GQWMK--F-E-D--T   870
SlAGO4a -----------------------M----------------------------------------------------R---------DGVSESQFSQVLNVELDQIIEAC-KFLDE------KWSPKFVVIVAQKNHHTKFFQP--NDP-N------------------NVPP------G---TIIDNKVCHPRNYDFYLCAHAGMI-------GTTRPTHYHVLYDELGFSADDLQELVHNLSYVYQRSTTAISV------------VAPICYAHLAATQM----GQWMK--F-E-D--A   757
GmAGOlike2 -----------------------IR------------ELLLDFY------------TTSG-----RRKPENIIIF-R---------DGVSESQFNQVLNIELDRIIEAC-KFLDE------NWEPKFVVIVAQKNHHTRFFQP--GSP-D------------------NVPP------G---TVIDNKICHPRNYDFYLCAHAGMI-------GTSRPTHYHVLLDQVGFSPDQLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAATQL----GQFMK--F-E-D--K   880
PvAGO9 -----------------------MR------------ELLLDFY------------STSG-----RRKPENIIIF-R---------DGVSESQFNQVLNIELDRIIEAC-KFLDE------NWEPKFLVIVAQKNHHTRFFQP--DSP-D------------------NVPP------G---TVIDNRICHPRNYDFYLCAHAGMI-------GTSRPTHYHVLLDEIGFSPDQLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAASQL----GHFMK--L-E-D--K   880
GmAGO4like -----------------------MR------------ELLLDFY------------TSSG-----NRKPDNIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------KWNPKFLVIVAQKNHHTKFFQP--GAP-D------------------NVPP------G---TVIDNKICHPRNYDFYMCAHAGMI-------GTSRPTHYHVLLDEIGFSPDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAATQM----GQFMK--F-E-D--K   872
PvAGO4 -----------------------IR------------ELLLDFY------------KSSG-----NRKPENIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDA------TWDPKFLVIVAQKNHHTKFFQA--GSP-D------------------NVPP------G---TVIDSKICHPRNYDFYMCAHAGMI-------GTSRPAHYHVLLDEIGFSADDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAATQM----GQFMK--F-E-E--R   877
MtAGO4b -----------------------IR------------ELLIDFY------------NSSG-----NRKPDNIIIF-R---------DGVSESQFNQVLNIELSQIIEAC-KFLDE------KWNPKFLVIVAQKNHHTKFFQP--GSP-D------------------NVPP------G---TVVDNKICHPRNYDFYMCAHAGMI-------GTSRPTHYHVLLDEIGFSPDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAASQV----GQFMK--F-E-D--K   912
MtAGO4c -----------------------I----------------------------------------------------R---------DGVSESQFNQVLNIELSQIIEAC-KFLDE------KWNPKFLVIVAQKNHHTKFFQP--GSP-D------------------NVPP------G---TVVDNKICHPRNYDFYMCAHAGMI-------GTSRPTHYHVLLDEIGFSPDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAASQV----GQFMK--F-E-D--K   890
EgAGO4c -----------------------IR------------ELLLDFY------------VSSG-----KRKPDQIIIF-R---------DGVSESQFMQVLNIELDQIIEAC-KFLDE------KWSPKFVVIVAQKNHHTKFFQS--GSPEN------------------NVPP------G---TVIDNKVCHPRNNDFYLCAHAGMI-------GTTRPTHYHVLYDEVGYSADELQELVHALSYVYQRSTTAISV------------VAPICYAHLAATQL----AHFVK--C-E-D--A   914
EgAGO4b -----------------------IR------------ELLLDFY------------VSSG-----KRKPDQIIIF-R---------DGVSESQFMQVLNIELDQIIEAC-KFLDE------KWSPKFVVIVAQKNHHTKFFQS--GSPEN------------------NVPP------G---TVIDNKVCHPRNNDFYLCAHAGMI-------GTTRPTHYHVLYDEVGYSADELQELVHALSYVYQRSTTAISV------------VAPICYAHLAATQL----AHFVK--C-E-D--A   886
SlAGO4b -----------------------MR------------ELLLDFH------------ASSQ-----QRKPQQILVF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------KWSPKFVIIVAQKNHHTKFFPY--GSA-N------------------NVPP------G---TIIDNKVCHPRNNDFYLCAHGGMI-------GTTRPTHYHVLLDEVGFKPDELQELVHNLCYVYQRSTTATSI------------VAPIGYAHLAAAQV----GQWMK--S-E-G--T   869
MtAGO4d -----------------------IR------------ELLLDFF------------HSSE-----ERRPENIIIF-R---------DGVSESQFNEVLNVELSQIIEAC-KFLDE------NWNPKFMVIVAQKNHHTKFFQP--RSP-D------------------NVPP------G---TVVDSKICHPRNYDFYMCAHAGMI-------GTSRPTHYHVLLDEIGFSPDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAASQV----GQFMK--F-E-D--K   897
LuAGO4b -----------------------IR------------EALLDFY------------VSSQ-----KRKPEQIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------KWDPKFVVIVAQKNHHTKFFQQ--GSP-D------------------NVPP------G---TIIDNKVGHPKNNDFYLCAHAGMI-------GTTRPTHYHVLMDEVGFSSDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAASQM----GQFIK--F-D-E--A   887
LuAGO4a -----------------------IR------------EALLDFY------------VSSQ-----KRKPEQIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------KWDPKFVVIVAQKNHHTKFFQQ--GSP-D------------------NVPP------G---TIIDNKVGHPKNNDFYLCAHAGMI-------GTTRPTHYHVLMDEVGFSTDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAASQM----GQFIK--F-D-E--A   836
MtAGO4a -----------------------IR------------ELLVDFY------------NSSG-----QRKPANIIIF-R---------DGVSESQFNQVLNVELGQIIEAC-KFLDE------DWNPKFLLIVAQKRHHTKFFQP--ENR-N------------------NVPP------G---TVVDNKICHPRNYDFYMCSHAGRI-------GTTRPTHYHVLLDEIGFSPDELQEFVHSLSYVYQRSTTAVSV------------VAPICYAHLAASQV----AQFMK--F-E-D--M   869
PtAGO4b -----------------------VR------------ELLLDYY------------RSSG-----QTKPAQIIIF-R---------DGVSESQFNQVLNIELDQIIEAC-KFLDE------SWSPKFTVIVAQKNHHTKFFQD--GSP-D------------------NVPP------G---TVIDNAVCHPQSYDFYMCAHAGMI-------GTTRPTHYHVLLDEIGFSADDLQELIHSLSYVYQRSTTAISV------------VAPVRYAHLAATQI----SQFLK--C-D-D--M   895
RcAGO4b -----------------------IR------------ELLLDFY------------RSSG-----QTKPAQIIIF-R---------DGVSESQFNQVLNIELNQIIEAC-KFLDE------SWSPKFTVIVAQKNHHTKFFQL--RSA-E------------------NVPP------G---TVVDNGVCHPQSNDFYMCAHAGMI-------GTTRPTHYHVLLDEIGFSADDLQELIHSLSYVYQRSTSAVSV------------VAPVRYAHLAATQI----RLFMK--F-E-D--M   882
CsnAGO9 -----------------------IR------------ELFVDFY------------STSG-----KRKPENIIIF-R---------LNTLSCTFLQ---------IEAS-KFLDE------KWSPKFTVIVAQKNHHTKFFQS--GRP-E------------------NVPP------G---TVVDKGVCHPRNNDFYLCAHAGMI-------GTSRPTHYHVLHDEIGFSADDLQELVHSLSYVYQRSTTAVSV------------VTPICYAHLAAAQM----SQFIK--F-D-E--M   863
MdAGO4 -----------------------IR------------ELLVDFY------------ATSG-----SRKPDQIIIF-R---------DGVSESQFNQVLNVELDQIIEAC-KFLDE------TWSPKFMLIVAQKNHHTKFFQT--HSP-D------------------NVPP------G---TIIDNKVCHPKNNDFYLCSHAGMI-------GTTRPTHYHVLYDELGFSTDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQI----SQFIK--F-D-E--M   852
PprAGO4b -----------------------IR------------ELLLDFY------------ATSN-----SRKPDQIIIF-R---------DGVSESQFNQVLNLELDQIIQAC-KFLDE------SWSPKFMVIVAQKNHHTKFFQT--SST-E------------------NVPA------G---TIIDNKVCHPKNNDFYLCSHAGMI-------GTTRPTHYHVLYDELGFSADDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQI----SQFIK--F-D-D--M   875
PtAGO4a -----------------------IR------------ESLLDFY------------SSSG-----KRKPDQIIIF-R---------DGVSESQFIQVLNIELEQIIEAC-KFLDE------NWCPKFMVIVAQKNHHTKFFQS--GSP-D------------------NVPP------G---TVIDNKVCHPRNNDFYMCAHAGMI-------GTTRPTHYHVLHDELGFSADDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAASQM----TQFIK--F-D-D--L   888
NaAGO9 -----------------------IR------------ELLVDFY------------SSSN-----KVKPEHIIIF-R---------DGVSESQFNQVINTELDQIIEAC-NHLDE------NWFPKFTVVVAQKNHHTKFFQT--NSP-D------------------NVLP------G---TVIDNAICHPKNNDFYMCAHAGPI-------GTTRPTHYHVLHDEIGFSADDMQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQM----SQFIK--F-D-E--L   852
BdAGO4Alike -----------------------I----------------------------------------------------R---------DGVSESQFTQVLNKELDQINEAC-KFLDE------SWSPKFTLIVAQKNHHTKFFIP--GSP-D------------------NVPP------G---TVVDNVVCHPKNYDFYMCAHAGMI-------GTTRPTHYHILHDDIHFTADDLQDLVHSLSYVYQRSTTAISV------------VSPICYAHLAAAQV----SQFVK--F-D-E--M   865
OsAGO4A -----------------------IR------------ELLVDFY------------TSTG-----KRKPDQVIIF-R---------DGVSESQFTQVLNIELDQIIEAC-KFLDE------NWSPKFTLIVAQKNHHTKFFVP--GSQ-N------------------NVPP------G---TVVDNAVCHPRNNDFYMCAHAGMI-------GTTRPTHYHILHDEIGFSADDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQV----SQFIK--F-D-E--M   869
ZmAGO4 -----------------------IR------------ECLIDFY------------TSSG-----KRKPDQVIIF-R---------DGVSESQFNQVLNIELQQIIEAC-KFLDE------KWNPKFTLIIAQKNHHTKFFIP--GKP-D------------------NVPA------G---TVVDNKVCHPRNFDFYMCSHAGMI-------GTTRPTHYHILHDEIGFNPDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQV----GQFIK--F-D-E--M   863
OsAGO4B -----------------------IR------------ESLIDFY------------TSSG-----KRKPDHVIVF-R---------DGVSESQFTQVINIELDQIIEAC-KFLDE------KWSPKFTVIVAQKNHHTKFFQS--GSP-D------------------NVPP------G---TVVDKQVCHPRNYDFYMCAHAGMI-------GTTRPTHYHVLHDEIGFSPDDLQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQV----GTFLK--F-E-D--M   876
SbAGO4 -----------------------IR------------ESLIDFY------------TSSG-----KRKPDHIIIF-R---------DGVSESQFTQVINIELDQIIEAC-KFLDE------KWSPKFTVIVAQKNHHTKFFQT--GSP-D------------------NVLP------G---TVVDNKVCHPKNFDFYMCAHAGMI-------GTTRPTHYHVLHDEIGFSADEMQEFVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQV----GTFLK--F-E-E--M   874
BdAGO4Blike -----------------------IR------------VSLIDFY------------NTSG-----KRKPDHVIIF-R---------DGVSESQFTQVINIELEKIIEAC-KFLDE------KWSPKFTVIVAQKNHHTKFFQT--GSP-D------------------NVPP------G---TVVDKQVCHPKNFDFYMCAHAGMI-------GTSRPTHYHVLHDEIGFTADELEEFVHSLSYVYQRSTTAVSV------------VAPICYAHLAAAQV----GTFLK--F-E-D--M   878
MgAGO9 -----------------------FR------------ELLQDFF------------ISSG-----KRKPEQIIIF-R---------DGVSESQFNQVLNIELEQIIEAC-KFLDE------TWSPKFMVVVAQKNHHTKFFQA--NGP-D------------------NVPP------G---TVIDNGICHPRTNDFYMCAHAGMI-------GTTRPTHYHVLFDELGFSADALQELVHSLSYVYQRSTTAISV------------VAPICYAHLAAAQM----SQFIK--F-D-E--I   858
MdAGO9 -----------------------IR------------ELLLDFY------------RSSN-----SCKPAQIIIF-R---------DGTSESQFDQVLNDEMSQIIQAC-KFLDE------GWSPKFMVIVAQKNHHTKFFQT--GSP-H------------------NVPP------G---TIIDRTVCHPTNNDFYLCAHAGMI-------GTTRPTHYHVLLDQLGYSADDLXELVHSLSYVFQRSTTAISV------------VAPIRYAHLAAAQM----SQFID--F-D-E--M   809
ThAGO8 -----------------------MR------------ELLDDFK------------SCSG------MKPDHIIVF-R---------DGLSESQFNQVLNIELGQMKQAC-KFLEE------NWYPKFTVIIAQKKHHTRFFQE--RRPAD------------------NVPP------G---TIIDSKICHPRNNDFYLCAHAGML-------GTTRPTHYHVLYDEIGFSTDDLQELVHSLSYVYQRSTTAISV------------DFAAFFHDK---------GTAMK--F-E-D--M   815
VvAGO4Alike -----------------------IR------------GTLLDFY------------KTSA-----KRKPEHIIIF-R---------DGVGESQFNQVLNIELEQIIEAC-KLLDE------QWHPKFMVIIAQKNHHIRFFQN--GSP-S------------------NVPP------G---TIVDNTICHPRNNDFYLCAHAGMI-------GTSRPTHYHVLLDELGFSADDLQQLVHSLCYVYQRSTTAVSL------------VAPVCYAHLAAAQV----AQFIK--F-E-D--L   860
GmAGO4Blike -----------------------IR------------EVLLDFE------------ITSF-----KRKPQQIIIF-R---------DGVSESQFNQVLNIELSQIIEAC-KHLDE------KWDPKFTLIIAQKNHHTRFFQA--NAR-D----------------QTNVPP------G---TVIDNTVCHPKNNDFYLCAQAGMI-------GTTRPTHYHVLHDEIGFSADEVQELVHSLSYTYQRSTTAVSL------------VAPICYAHLAAAQM----AQFMK--F-D-E--H   846
AlAGO6 -----------------------MN------------ELFVEFY------------RTSR-----SRKPKQIIIF-R---------DGVSESQFNQVLNIEVDQIIKAY-QRLGE------SDVPKFTVIVAQKNHHTKLFKA--KGP-E------------------NVPA------G---TVVDTKIVHPTNYDFYMCAHAGII-------GTSRPAHYHVLLDEIGFSPDDLQNLIHSLSYVNQRSTTATSI------------VAPVRYAHLAA-------AQFAK--F-E-D--V   852
AtAGO6 -----------------------MN------------ELFVEFY------------RTSR-----ARKPKQIIIF-R---------DGVSESQFEQVLKIEVDQIIKAY-QRLGE------SDVPKFTVIVAQKNHHTKLFQA--KGP-E------------------NVPA------G---TVVDTKIVHPTNYDFYMCAHAGKI-------GTSRPAHYHVLLDEIGFSPDDLQNLIHSLSYVNQRSTTATSI------------VAPVRYAHLAAAQV----AQFTK--F-E-G--I   855
CrbAGO6 -----------------------MN------------ELFVEFY------------RTSR-----ARKPKQIIIF-R---------DGVSGSQFNQVLNIEVDQIIKAY-QRLGE------SDVPKFTVIVAQKKHHTKLFQA--KGP-E------------------NVPA------G---TVVDTKIVHPTNYDFYMCAHAGII-------GTSRPAHYHVLLDEIGFSPDDLQNLIHSLSYVNQRSTTATSI------------VAPVRYAHLAAAQF----AQFNR--S-E-EM-I   854
BrAGO6 -----------------------MN------------ELFVEFF------------KTSN-----ARKPKQIIIF-R---------DGVSESQFNQVLNIEVDQIIKAY-QRLGE------TDVPKFTVIVAQKRHHTKLFQA--KGH-E------------------NVPA------G---TVVDTKIVHPTNYDFYMCAHAGII-------GTSRPAHYHVLLDEIGFSPDELQNLIHSLSYVNQRSTTATSI------------VAPVRYAHLAAAQF----AQFTK--F-E-D--I   845
ThAGO6 -----------------------MN------------ELFLEFY------------QTSN-----KRKPKQIIIF-R---------DGVSESQFNQVLNIEVDQIIKAY-QRLGE------TDVPKFTVIVAQKNHHTKLFQA--RGH-E------------------NVPA------G---TVVDTKIVHPTNYDFYMCAHAGII-------GTSRPAHYHVLLNEIGFSPDDLQNIIHCLSYVNQRSTTATSI------------VAPVRYAHLAAAQF----AQFNK--F-E-G--I   854
BdAGO16like -----------------------IR------------ELLLDFY------------QTSQ-----QRKPTQIIIF-R---------DGVSESQFSQVLNLEVNQIIKAY-QNMGQ------GDPPKVTVIIAQKNHHTKLFQA--EAS-D------------------NVPP------G---TVVDSGIVHPKQYDFYMCAHAGPI-------GTSRPTHYHVLLDEIGFSPDDLQKLVLSLSYVYQRSTTAISV------------VAPICYAHLAAAQM----SQFMK--F-E-E--F   848
CsnAGO6 -----------------------IR------------ELLLDFY------------RTSK-----QRKPKQIIIF-R---------DGVSESQFNQVLNIELEQIIKAY-QHLGE------ADIPKFTVIVAQKNHHTKLFQA--SGP-E------------------NVPP------G---TVVDTRIVHPRNYDFYMCAHAGMI-------GTSRPAHYHVLLDEIGFSPDDLQNLIHSLSYVYQRSTTAISI------------VAPICYAHLAASQM----GQFIK--F-E-D--S   865
PtAGO6 -----------------------IR------------ELLVDFF------------QTSK-----GHKPKQIIVF-R---------DGVSESQFNQVLNIELEQIIKAY-QHLGE------VDIPKFTVIVAQKNHHTKLFQA-GGGT-E------------------NVPP------G---TVVDTKIVHPRNYDFYMCAHAGMI-------GTSRPAHYHVLLDEIGFSPDELLNLVHSLSYVYQRSTTAVSI------------VAPICYAHLAAAQI----GQFMK--F-E-D--F   834
VvAGO16like -----------------------IR------------ELLVDFF------------QTSN-----GRKPAQIVIF-R---------DGVSESQFNQVLNIELEQIMKAY-QHLGE------VDFPKFTVIVAQKNHHTKLFQA--GAP-E------------------NVPP------G---TVVDTKIVHPRNYDFYMCAHAGMI-------GTSRPAHYHVLLDEISFSPDDLQHLIHSLSYVYQRSTTAISI------------VAPVCYAHLAAQQM----GQFIK--F-D-D--L   925
RcAGO6 -----------------------MR------------ELLVDFY------------QTSN-----GCKPKQIILF-R---------DGVSESQFNQVLNIEVEQIKQAY-QHLGE------AETPKFTVIIAQKNHHTKLFQA--SGP-E------------------NVPA------G---TVVDTKIVHPRNYDFYMCAHAGMI-------GTSRPAHYIVLLNEIGFSPDDLQNLIHSLSYVYQRSTTAISI------------VAPVCYAHLAAQQM----GQFMK--F-E-D--L   828
NaAGO8 -----------------------MG------------ELLLDFY------------RTCN-----GHKPAQIIVF-R---------DGVSESQFSQVLNLELDQMIKAY-KHLGE------GDIPKFTLIVAQKNHHTKLFQA--SAP-E------------------NVPP------G---TVVDTNIVHPRNNDFFMCAHAGMI-------GTTRPAHYHVLLDEIGFSPDVLQNLIHSLSYVYQRSTTATSI------------VAPVRYAHLAAQQF----AQFVK--F-E-D--L   868
LuAGO9 -----------------------MR------------KLFVSFF------------KSSG-----GQKPRQIVIF-R---------DGVSESQFNQVLNIELPQIIKAY-QHMGE------VDVPKFTVIIAQKNHHTKLFKA--QGP-D------------------NVPA------G---TIVDTTIVHPRNYDFYMCAHNGAI-------GTSRPAHYHVLIDEIGFSPDDLQNLVHSLSYVYQRSTTAISI------------VAPVCYAHLAAQQM----TQFMK--F-D-D--T   850
LuAGO6 -----------------------MR------------ELFREFY------------RSS------GHKPKQIIIF-R---------DGVSESQFNQVLNIELPQIIKAY-HHLGE------VDVPKFTVIIAQKNHHTKLFKT--EGN-D------------------NVPP------G---TVVDTTVVHPRNYDFYMCAHNGAI-------GTSRPAHYHVLIDEIGFTPDELQNLIHSLSYVYQRSTTAISI------------VAPVCYAHLAAAQM----SQFIK--F-D-D--L   880
MgAGO6 -----------------------MR------------ELLKDFY------------ETSN-----GRKPTQIIIF-R---------DGVSESQFTQVIDIELNQIIKAY-QHLGE------TEIPKFTVIVAQKNHHTRLFQA--TAA-E------------------NVPP------G---TVVDTNIVHPTNYDFYMCSQAGKI-------GTSRPAHYHVLLDEIGFSPDDMQNLIHSLSYVYQRSTTAISI------------VAPVCYAHLAAQQM----SQFIK--F-E-D--S   867
GmAGO16like -----------------------IR------------ELLLDFY------------DSSN-----GRKPTQFIVF-R---------DGVSESQFEQVLTIELNQIIKAY-QHLGE------VNVPQFTVIVAQKKHHIKLFLP--NGP-E------------------NVPP------G---TVVDTTITHPRNYDFYMCAHAGML-------GTSRPVHYHVLLDEIGFSADGLQNLIHSLSYVNQRSTIATSV------------VAPICYAHHAAAQM----GQLLN--F-D-D--S   870
MtAGO6 -----------------------IR------------ELLLDFY------------SSSG-----NRRPTQIILF-R---------DGVGESQFQHVLDIELNQIIKAY-KHID-------GDVPKFTVIVAQKNHHTKLFQA--NAL-E-----------------KNVPP------G---TVVDTNIVHPRNYDFYMCAHAGMI-------GTSRPVHYHVLLDEIGFSSDGLQNLINSLSYVNQRSTAATSI------------VAPIYYAHHAAAQM----RKFMN--F-D-D--L   915
CpAGO6 -----------------------IR------------ELLVDFY------------QSSG-----GRKPKQIILF-R---------DGVSESQFNQVLNIEVEQIIKAY-QNLGE------VDVPKFTVIVAQKNHHTKLFQA--SGN-D------------------NVPP------G---TIVDTKIVHPRTYDFYLCAHAGMM-------GTSRPAHYHVLIDEIGFNPDDLQNLIHSLSYVYQRSTSAISI------------VAPVYYAHLAAQQI----SQFLK--L-E-N--S   796
MtAGO4e -----------------------IS------------ELLKDFQ------------TTSG------VKPQQIIIF-R---------DGVSESQFNQVLNIELNEIIKAC-KCYDE------SWCPKFTLIVAQKNHHTRFFKA--NSPQE------------------NVSP------G---TVIDNTICHPKDNDFYMCAHAGRI-------GTSRPTHYHVLYDEIGFSADNLQEFVHSLCYVHQRSTNAISI------------VAPIYYADLAAAQI----AQFIK--Y-D-E---   844
PgAGO -----------------------IS------------ELLVDFY------------QSCNPPPNVERKPQQMIVF-R---------DGVSESQFDQVLNVELQAIYKAC-NHIEA------GYKPKVTLIIAQKNHHTKLFPS--GGP-G------------------NVQP------G---TIVDAQICHPRNFDFYLCPQAGPI-------GTSRPTHYHVLLDENDFSVDDLQILVHALSYVYQRSTTAISS------------VAPINYAHLAASQM----QQFLK--A-E-D--L   917
PptAGOlike1 -----------------------VR------------ELLLTYY------------NTCARG--TNPKPSQIIIY-R---------DGVSESQFAECLEVEFMAFKRAC-AELEE------GYNPGITFIVAQKRHNTRFFPQ--NRD-S-------------LK-NGNVLP------G---TVVDKDVCHPHNFDFFLVSQAGLI-------GTSRPTHYHVLVNENKLGPDDIQMLTNNLCYTFGRCSTSISM------------AAPAAYAHVVAGRY----RKLLD--T-W-G--R   907
PptAGOlike3 -----------------------VK------------ECLKAYY------------ISCRSP--NYRKPTQIIVY-R---------DGISESQFAECLEVEFTAFKRAC-AELEE------GYNPGITFIVAQKRHNTRFFPQ--GPD-N----------Q--MR-NGNVLPAHAESAG---TVVDKDACHPHNYDFFLVSQAGLI-------GTSRPTHYHVLVNENKLSPDDIQGLTNNLCYTFGRCTTSVSM------------GKPLQ-----------GFRCFLL----------   899
PptAGOlike2 -----------------------VR------------ELLMSFY------------STCAKG--VNPKPSQIIIY-R---------DGVSDSMFAKCLEVEFVAFKRAC-AELEA------GYNPGITFIVAKKRHGTRFFPQ--SRD-A-------------LR-NGNVLP------G---TVVDKDACHPRNFDFFLISQAGLI-------GTARPTHYTILVNENQLGPDDIQTLTNKLCYTFGRCTSSISM------------AAPAAYAHILASRY----RKLMS--P-L-E--G   883
CrnAGO6 -----------------------TK------------ELLLEFY------------RANK-----QVKPQRLVMY-R---------DGVSEGQFEQVLAEEYTALRRAC-RELEE------GYRPAITFVVVQKRHNTRLLPS--DRA-----------AS--DQ-KGNVVP------G---TVVDSGITAPDGFDFYLNSHAGLQ-------GTNKPAHYHVLVDEIGFGADGIQLLTYWLCYLYQRTTKSVSY------------CPPAYYADRAAFRG----RTLLA--A-S-S--S   994
VcAGOlike -----------------------TK------------ELLLEFY------------RANR-----NTKPQRLVMY-R---------DGVSEGQFDQVLAEEYMAIRKAC-RELEE------SYRPAITFIVVQKRHNTRLLPA--DGA-----------AS--DQ-KGNVLP------G---TVVDKGIVAPDGFDFYLNSHAGLQ-------GTNKPAHYHVLIDEIGFGADGVELLTYWLCYLYQRTTKSVSY------------CPPAYYADRAAFRG----RTLLA--A-T-S--S  1076
CrnAGOlike -------------------------------------------------------------------KPQRLVMY-R---------DGVSEGQFEQVLAEEFTALRRAC-RELEE------GYRPAITFVVVQKRHNTRLLPN--DRA-----------SA--DP-KGNVVP------G---TVVDSGITAPDGFDFYLNSHSGLQV------G--------------------------------------------------------------------------------------  1164
CrnAGO2like -----------------------VR------------RLLLQYGLPQGGAVAAGGPRPS------SELPEVVLMY-R---------DGLSESQFDRALAEEFTAIVQAC-ADVGG-----PSYRPRICFVVVQKSHNTRFFPT--SAE-----------ST--HK-SGNVLP------G---TAVDRGVTDPHAFDFFLNSHAGIQ-------GTNRAPRYTVLVDEVGFTAEALQLLTHTLCHTYPACTRALSL------------PPPVRYADRAADRA----RTLRY--M-V-P--R   998
CrnAGO2 ----------------------------------------------------------------------VVLMY-R---------DGLSESQFDRALAEEFTAIVQAC-ADVGG-----PSYRPRICFVVVQKSHNTRFFPT--SAE-----------ST--HK-SGNVLP------G---TAVDRGVTDPHAFDFFLNSHAGIQ-------GTNRAPRYTVLVDEVGFTAEALQLLTHTLCHTYPACTRALSL------------PPPVRYADRAADRA----RTLRY--M-V-P--R   938
YeastAGO -----------------------ML------------NRLKIYQ------------KHNN-----GKLPTKIMYF-R---------DGVSVDQFSQVVKIEVKSIKESV-RKFGPQLNGGNKYDPPVTCIATVKRNQVRFIPI--QEN-A-KNEKGEEVAV--QS-MGNVMP------G---TVVDRGITSVAHFDFFIQSHQALK-------GTGVPCHYWCLYDENQSTSDYLQEICNNLCYIFGRSTTSVKV------------PAPVYYADLLCTRA----TCFFK--A-GFELNM  1011
TcAGO3 ----------------------PFR------------QMLQAAK------------DRE------GAFPSKVIVF-R---------DGVGDGQLEHCRKYEITQLQEVI-KEL--------NIETTITFVVVQKRINTRIFRT--VNE---------------TN-FENPPS------G---TVVDNMVTRRQFYDFFLVPQSVRQ-------GTVNPTHYVVLVDEGNIKPDHLQRLAYKLCHLYYNWSGTIRV------------PAPCLYAHKLAAIV----GQYIK--K-T-P---   842
    ......2710......2720......2730......2740......2750......2760......2770......2780......2790......2800......2810......2820......2830......2840......2850......2860......2870......2880......2890......2900......2910......2920......2930......2940......2950......2960......2970......2980......2990......3000

Guest
Typewritten Text

Guest
Typewritten Text
------                         -----------          --------------------------       ------------------                                                 --------------------         -------------------------------------               -----------      -----

Guest
Typewritten Text

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*

sppiiser
Typewritten Text
*



                                                                                                                                                                                                                                                                                                                         
AlAGO10 DNGSP--------------------------------------------------------------------------------------------------------------------------------------G--------------------------K-KNTK-TT----------------------------------------------------------------------T--------------------VG---------------DS---------------   964
AtAGO10 DNGSP--------------------------------------------------------------------------------------------------------------------------------------G--------------------------K-KNTK-TT----------------------------------------------------------------------T--------------------VG---------------DV---------------   969
CrbAGO10 DNGSP--------------------------------------------------------------------------------------------------------------------------------------G--------------------------K-KSTK-TT----------------------------------------------------------------------T--------------------VG---------------DC---------------   999
ThAGO10 DNGSP--------------------------------------------------------------------------------------------------------------------------------------G--------------------------K-KSAK-TT----------------------------------------------------------------------T--------------------LG---------------DSGG-------------   957
BrAGO10 DNGSP--------------------------------------------------------------------------------------------------------------------------------------G--------------------------K-KNTK-TT----------------------------------------------------------------------T--------------------VG---------------DHGV-------------   952
CpAGO10 ENGMT--------------------------------------------------------------------------------------------------------------------------------------G--------------------------H-AAKG-TR----------------------------------------------------------------------P--------------------AG---------------ES---------------   970
CsnAGO10 ENGST-D-----G-------S----------------------------------------------------------------------------------------------------------------------G--------------------------HTSTKS-TR----------------------------------------------------------------------A--------------------VG---------------ES---------------   973
MeAGO10 ENGSS-G--V--G-------S----------------------------------------------------------------------------------------------------------------------G--------------------------H-GSKG-TR-------------------------------------------------------------------------------------------VG---------------ES---------------   974
RcAGO10a DNGST-------------------------------------------------------------------------------------------------------------------------------------------------------------------GTRG-TR----------------------------------------------------------------------A--------------------AG---------------ET---------------   967
PtAGO10 ENGSA-G--S--G-------A----------------------------------------------------------------------------------------------------------------------C--------------------------H-GAKG-TR-------------------------------------------------------------------------------------------TG---------------ES---------------   977
VvAGO10like ENGSN-G--G--G-------S-G--------------------------------------------------------------------------------------------------------------------G--------------------------H-AAKA-TR----------------------------------------------------------------------A--------------------SG---------------ET---------------   976
MdAGO10a ENGST--------------------------------------------------------------------------------------------------------------------------------------G--------------------------H-TAKG-TR----------------------------------------------------------------------A--------------------TG---------------ES---------------   969
PprAGO10 ENGST--------------------------------------------------------------------------------------------------------------------------------------G--------------------------H-TAKG-TR----------------------------------------------------------------------A--------------------AG---------------ET---------------   971
MdAGO10b ENGST--------------------------------------------------------------------------------------------------------------------------------------G--------------------------H-TAKG-TR----------------------------------------------------------------------A--------------------AG---------------ES---------------   937
GmAGO10like DNGSA-G--D--G-------N----------------------------------------------------------------------------------------------------------------------G--------------------------H-GAKA-TR----------------------------------------------------------------------A--------------------AG---------------DY---------------   955
PvAGO10a ENGST-G--E--G-------N----------------------------------------------------------------------------------------------------------------------G--------------------------H-SSKG-TR----------------------------------------------------------------------A--------------------AG---------------DY---------------   955
NaAGO10 ENGGS--------------------------------------------------------------------------------------------------------------------------------------P--------------------------HKGGKA-IR----------------------------------------------------------------------E--------------------GG---------------ES---------------   969
MdAGO1b ENGST--------------------------------------------------------------------------------------------------------------------------------------G--------------------------H-TAKG-TR----------------------------------------------------------------------A--------------------TG---------------ES---------------   922
LuAGO10a DNGSS-T-----------------------------------------------------------------------------------------------------------------------------------------------------------------CGKD-TR----------------------------------------------------------------------L--------------------LG---------------EA---------------   988
EgAGO10a ENGSM-G--S--G-------G-GN-------------------------------------------------------------------------G-----------------------------------------D--------------------------H-KTKG-AR----------------------------------------------------------------------I--------------------TG---------------ES---------------   961
MgAGO10 ESGSG-G-----------------------------------------------------------------------------------------------------------------------------------------------------------------GGKV-GR----------------------------------------------------------------------V--------------------AG---------------ET---------------   923
BdPNH1like ENHTS---------------------------------------------------------------------------------------------------------------------------------------------------------------------KS-SS----------------------------------------------------------------------G--------------------TN---------------GT---------------   934
SbAGO10a ENQTS---------------------------------------------------------------------------------------------------------------------------------------------------------------------KS-SN----------------------------------------------------------------------S--------------------TN---------------GV---------------   956
ZmAGO10a DNQTS---------------------------------------------------------------------------------------------------------------------------------------------------------------------KT-SN----------------------------------------------------------------------G--------------------TS---------------GV---------------   947
ZmAGO10b ENQTS---------------------------------------------------------------------------------------------------------------------------------------------------------------------KS-SN----------------------------------------------------------------------G--------------------TN---------------GG---------------   965
OsPNH1 ENQTT--------------------------------------------------------------------------------------------------------------------------------------------------------------------SKS-ST----------------------------------------------------------------------G--------------------TN---------------GT---------------   954
CpAGO1 DNAKT---------------------------------------------------------------------------------------------------------------------------------------------------------------------RC-SR----------------------------------------------------------------------P------------------------------------------------------   896
CstAGO1b ENAKR---------------------------------------------------------------------------------------------------------------------------------------------------------------------CC-TR----------------------------------------------------------------------T--------------------TN---------------GS---------------   907
GmPNH1like1 EITKL---------------------------------------------------------------------------------------------------------------------------------------------------------------------RG-TR----------------------------------------------------------------------L--------------------KE---------------GP---------------   891
PvAGO10b EITKL---------------------------------------------------------------------------------------------------------------------------------------------------------------------RG-TR----------------------------------------------------------------------S--------------------KE---------------GP---------------   890
GmPNH1like2 EIAKS---------------------------------------------------------------------------------------------------------------------------------------------------------------------RG-AR----------------------------------------------------------------------S--------------------KD---------------ES---------------  1025
MtAGO10 ENAKS---------------------------------------------------------------------------------------------------------------------------------------------------------------------QV-TG----------------------------------------------------------------------S--------------------KV---------------ES---------------   858
MeAGO1 ENPKM---------------------------------------------------------------------------------------------------------------------------------------------------------------------RC-TR----------------------------------------------------------------------A--------------------AN---------------GS---------------   903
RcAGO10b ENPKI---------------------------------------------------------------------------------------------------------------------------------------------------------------------CR-TL----------------------------------------------------------------------T--------------------AN---------------GS---------------   925
VvPNH1 ENAIP---------------------------------------------------------------------------------------------------------------------------------------------------------------------NC-MR----------------------------------------------------------------------T--------------------SN---------------ES---------------   919
AlAGO1 DSGSM-A--S--G-------S-M--------------------------------------------------------------------------AR-GG----------------------------------------------------------------GMAGRN-TR----------------------------------------------------------------------G--------------------PNI--------------NA---------------  1033
CrbAGO1 DSGSM-A--S--G-------S-M--------------------------------------------------------------------------AR-GG----------------------------------------------------------------GMAGRS-TR----------------------------------------------------------------------G--------------------PNV--------------NA---------------  1049
AtAGOlike DSGSM-A--S--G-------S-M--------------------------------------------------------------------------AR-GG----------------------------------------------------------------GMAGRS-TR----------------------------------------------------------------------G--------------------PNV--------------NA---------------  1104
AtAGO1 DSGSM-A--S--G-------S-M--------------------------------------------------------------------------AR-GG----------------------------------------------------------------GMAGRS-TR----------------------------------------------------------------------G--------------------PNV--------------NA---------------  1029
ThAGO1 DSGSM-A--S--G-------S-M--------------------------------------------------------------------------AR-GG----------------------------------------------------------------GMGGRN-TR----------------------------------------------------------------------G--------------------PNV--------------NA---------------  1065
BrAGO1 DSGSM-A--S--G-------S-M--------------------------------------------------------------------------AR-GG----------------------------------------------------------------GMGGRN-TRG---------------------------------------------------------------------G--------------------PHV--------------NA---------------  1092
BdAGO1Alike DSGSA-M--S--G-------A-TT-------------------------------------------------------------------------SR-GP-----------------------------------------------------------------ASARS-NR----------------------------------------------------------------------A--------------------AG---------------NV---------------  1057
BdAGO1Blike DSGSM-A--S--G-------A-----------------------------------------------------------------------------R-GPP---------------------------------------------------------------QGGSRS-TR----------------------------------------------------------------------A--------------------FG---------------NV---------------  1075
HvAGO1a DSGSM-A--S--G-------A-----------------------------------------------------------------------------R-GPP---------------------------------------------------------------QGG-RN-NR----------------------------------------------------------------------A--------------------FG---------------NV---------------   791
SbAGO10b DSGSM-A--S--G-------A-----------------------------------------------------------------------------R-GPP---------------------------------------------------------------PGGARG-IR----------------------------------------------------------------------G--------------------AG---------------SV---------------  1063
ZmAGO1a DSGSM-A--S--G-------A-----------------------------------------------------------------------------R-GPP---------------------------------------------------------------PGAARS-MR----------------------------------------------------------------------G--------------------AG---------------SV---------------  1059
OsAGO1B DSGSM-A--S--G-------A-AT-------------------------------------------------------------------------SR-GLP---------------------------------------------------------------P-GVRS-AR----------------------------------------------------------------------V--------------------AG---------------NV---------------  1099
HvAGO10 DSGSV-A--S--G-------A-----------------------------------------------------------------------------RGGPP---------------------------------------------------------------QGGPRS-ST----------------------------------------------------------------------R--------------------FG---------------NV---------------  1197
ZmAGO1c DSGSL-A--S--G-------A-----------------------------------------------------------------------------R-GPP---------------------------------------------------------------PGAARSSTR----------------------------------------------------------------------G--------------------AG---------------SV---------------  1073
OsAGO1A DSGSM-A--S--G-------A-HT--------------------------------------------------------------------------RGGGP---------------------------------------------------------------LPGARS-TK----------------------------------------------------------------------P--------------------AG---------------NV---------------  1063
SbAGO10c DSGSM-A--S--G-------A-TT-------------------------------------------------------------------------SR-AP-----------------------------------------------------------------GGARN-TR----------------------------------------------------------------------A--------------------GVG--------------NV---------------  1090
ZmAGO1b DSGSV-A--S--G-------A-TT-------------------------------------------------------------------------SR-GP----------------------------------------------------------------PPGARN-TR----------------------------------------------------------------------A--------------------GAA--------------NV---------------  1083
CsnAGO1 DSGSM-T--S--G-------T-I--------------------------------------------------------------------------GR-GGM----------------------------------G-G--------------------------GVGARS-TR----------------------------------------------------------------------G--------------------PGV--------------GA---------------  1054
RcAGO1 DSGSM-T--S--G-------P-VG-------------------------------------------------------------------------GR-GGM----------------------------------G-G--------------------------GAGARS-TR----------------------------------------------------------------------G--------------------PAA--------------SA---------------  1044
PtAGO1 DSESI-A--S--G-------M-AG-------------------------------------------------------------------------GR-GGA---------------------------------------------------------------GGGPRP-TR----------------------------------------------------------------------G--------------------PGA--------------NA---------------  1043
MdAGO1a DSGSM-T--S--G-------A-P--------------------------------------------------------------------------GR-GGM----------------------------------G-G--------------------------GMGPRS-TR----------------------------------------------------------------------A--------------------PGA--------------NA---------------  1074
PprAGO1a DSGSM-T--S--G-------A-P--------------------------------------------------------------------------GR-GGM-----------------------------------------------------------------GARS-TR----------------------------------------------------------------------A--------------------PGA--------------NA---------------  1050
GmAGOlike1 DSGSM-T--S--G-------A-VA-------------------------------------------------------------------------GR-GMG----------------------------------GGG--------G-----------------GGVGRS-TR----------------------------------------------------------------------A--------------------PGA--------------NA---------------  1039
PvAGO1 DSGSM-T--S--G-------A-VA-------------------------------------------------------------------------GR-GM-----------------------------------G----------------------------GGMGRS-TR----------------------------------------------------------------------A--------------------PGA--------------NA---------------  1044
CstAGO1a DSGSI-S--S--E-------V-A--------------------------------------------------------------------------GR-GGV----------------------------------G------------------------------GARS-TR----------------------------------------------------------------------A--------------------PGL--------------NA---------------  1039
EgAGO1 DSGSV-T--S--G-------I-AT-------------------------------------------------------------------------GR-GGP----------------------------------GMG--------------------------AAGSRS-TR----------------------------------------------------------------------A--------------------PGA--------------NA---------------  1055
VvAGO1like DSGSM-T--S--G-------A-AA-------------------------------------------------------------------------GR-GGM----------------------------------GVG--------------------------GPGPRS-TR----------------------------------------------------------------------V--------------------SGA--------------NA---------------  1066
VvAGO1Blike DSGSM-T--S--G-------A-AA-------------------------------------------------------------------------GR-GGM----------------------------------GVG--------------------------GPGPRN-TR----------------------------------------------------------------------V--------------------SGA--------------NA---------------   848
MgAGO1 DSGSM-T--S--S-------A-VG-------------------------------------------------------------------------GR-GA----------------------------------------------------------------GPGGRT-TR----------------------------------------------------------------------P--------------------PGA--------------NA---------------  1065
NaAGO1a DSGSV-T--S--A-------A-AS-------------------------------------------------------------------------NR-GGV---------------------------------------------------------------GAMGRS-TR----------------------------------------------------------------------A--------------------PGA--------------GA---------------  1039
NbAGO1-1 DNGSV-T--S--A-------A-AS-------------------------------------------------------------------------NR-GGL---------------------------------------------------------------GAMGRS-TR----------------------------------------------------------------------A--------------------PGA--------------GA---------------  1033
NtAGO1 DSGSV-T--S--A-------A-AS-------------------------------------------------------------------------NR-GGV---------------------------------------------------------------GAMGRS-TR----------------------------------------------------------------------A--------------------PGA--------------GA---------------  1042
NaAGO1b DGGSV-T--S--G-------A-AG-------------------------------------------------------------------------GR-GG-----------------------------------GA---------------------------GAAGRN-TR----------------------------------------------------------------------A--------------------PGA--------------GA---------------  1101
NbAGO1-2 DGGSV-T--S--G-------A-AG-------------------------------------------------------------------------GR-GG-----------------------------------GA---------------------------GAAGRN-TR----------------------------------------------------------------------A--------------------PSA--------------GA---------------   960
NaAGO1c DGGSV-T--S--G-------A-VA-------------------------------------------------------------------------GR-GG-----------------------------------GV---------------------------GAAGRG-TR----------------------------------------------------------------------A--------------------PGT--------------GA---------------  1043
PsAGO2 DSGSI-A--S--G-------A-V--------------------------------------------------------------------------SR-GGM----------------------------------A----------------------------AAAGRS-SR----------------------------------------------------------------------A--------------------PGA--------------TA---------------  1051
PsAGO1 DSGSM-T--S--G-------A-V--------------------------------------------------------------------------PR-GGM----------------------------------A----------------------------AAAGRS-SR----------------------------------------------------------------------A--------------------PGA--------------NA---------------  1081
LuAGO1 DSGSM-T--S--G-------T-VG-------------------------------------------------------------------------G-----------------------------------------G--------------------------GQGGRG-TR----------------------------------------------------------------------A--------------------PGA--------------N----------------  1167
LuAGO5 DSGSM-S--S--G-------T-VG-------------------------------------------------------------------------------------------------------------------G--------------------------GQGGRG-TR----------------------------------------------------------------------A--------------------PGA--------------N----------------  1159
LuAGO10b DSGSM-T--S--G-------T-VD------------------------------------------------------------------------FGR-------------------------------------------------------------------GGPGRQ-TR----------------------------------------------------------------------G--------------------PGA--------------NA---------------  1075
BdAGO1Dlike DSGST-A--S--A-------R-G--------------------------------------------------------------------------G---------------------------------------LSG--------------------------SSTSRS-TR----------------------------------------------------------------------A--------------------AG---------------GG---------------  1025
HvAGO1b DSGSM-A--S--G-------P-G--------------------------------------------------------------------------GR-GP-----------------------------------TSG--------------------------SSAPRG-TR----------------------------------------------------------------------P--------------------PG---------------GA---------------   824
OsAGO1C DSSSV-V--S--G-------P-G--------------------------------------------------------------------------VR-GP-----------------------------------LSG--------------------------SSTSR--TR----------------------------------------------------------------------A--------------------PG---------------GA---------------   992
SbAGO1a DSGSV-A--S--G-------P-A--------------------------------------------------------------------------GR-GPQ----------------------------------------------------------------SASHS-TR----------------------------------------------------------------------A--------------------PG---------------GA---------------  1009
OsAGO1D DSGSM-A--S--G-------R-G--------------------------------------------------------------------------G-----------------------------------------G--------------------------SSTSRS-TR----------------------------------------------------------------------A--------------------AG---------------GG---------------  1019
ZmAGO1d DSGSL-A--S--G-------A-R--------------------------------------------------------------------------GG-GA-----------------------------------PSS--------------------------SSTSRS-TR----------------------------------------------------------------------A--------------------TA---------------GG---------------  1008
SbAGO1b DSGSL-A--S--G-------S-R--------------------------------------------------------------------------GG-AP------------------------------------SS--------------------------SSTSRS-TR----------------------------------------------------------------------A--------------------AT---------------SG---------------   997
BdAGO1Clike DSGSV-A--N--A-------P-G--------------------------------------------------------------------------GR-GP-----------------------------------LSG--------------------------LSTSRG-TR----------------------------------------------------------------------A--------------------PG---------------GG---------------  1024
MdAGO10c EGGSV-T--S--G-------A-NA-------------------------------------------------------------------------GR-GYG----------------------------------GGG--------------------------GSGGRG-TR----------------------------------------------------------------------A--------------------ASA--------------NA---------------  1096
PprAGO1b EGGSV-T--S--G-------A-NA-------------------------------------------------------------------------GR-G-----------------------------------------------------------------YTAGRG-TR----------------------------------------------------------------------A--------------------PNA--------------NA---------------  1083
PptAGO5 DTGSA-T--S--G-------I-G--------------------------------------------------------------------------AN-RTQ----------------------------------VTG--------------------------STAART-NR----------------------------------------------------------------------V--------------------AG---------------NT---------------   877
PptAGO1 DTGSV-T--S--G-------L-GG-------------------------------------------------------------------------AN-RSQ----------------------------------FTG--------------------------STAGRT-HR----------------------------------------------------------------------A--------------------AG---------------GN---------------  1101
PptAGO10 DTGSL-T--S--G-------M-GG-------------------------------------------------------------------------AN-RSQ----------------------------------YTG--------------------------SATSRT-NR----------------------------------------------------------------------V--------------------VG---------------GN---------------   955
SmAGO10 EAGSV-H--R------------------------------------------------------------------------------------------------------------------------------------------------------------NTAPRAGNR----------------------------------------------------------------------Q-------------------------------------DG---------------   936
SmAGO1a EAGSV-H--R------------------------------------------------------------------------------------------------------------------------------------------------------------NTAPRAGNR----------------------------------------------------------------------Q-------------------------------------DG---------------   922
EgAGO10b DSGST-T--S--G-------V-SG-------------------------------------------------------------------------GR-GAA----------------------------------GPG--------------------------FAGSRS-TR----------------------------------------------------------------------G--------------------PAA--------------ST---------------  1032
SmAGO1b DSGSL-T--S--G-------A-GP-------------------------------------------------------------------------GK-ST-----------------------------------TTG--------------------------SSGSRS-GR-------------------------------------------------------------------------------------------------------------T---------------   983
AlAGO5 DGGSS-R--S---------------------------------------------------------------------------------------------------------------------------------------------------------------RNT-------------------------------------------------------------------------T--------------------TGA--------------GQ---------------   982
AtAGO5 DGGSS-R--S---------------------------------------------------------------------------------------------------------------------------------------------------------------RSS-------------------------------------------------------------------------T--------------------TGV--------------GQ---------------   978
CrbAGO5 DGGSS-R--S---------------------------------------------------------------------------------------------------------------------------------------------------------------RNT-------------------------------------------------------------------------T--------------------TTA--------------GA---------------  1004
BrAGO5 DGGSS-R--S---------------------------------------------------------------------------------------------------------------------------------------------------------------RNT-------------------------------------------------------------------------T--------------------AST--------------SA---------------   947
ThAGO5 DGGSS-K--T---------------------------------------------------------------------------------------------------------------------------------------------------------------RNT-------------------------------------------------------------------------T--------------------TST--------------ST---------------   970
CsnAGO5 AGGST-D--G---------------------------------------------------------------------------------------------------------------------------------------------------------------NRS-------------------------------------------------------------------------T--------------------AER--------------NL---------------   787
CsnAGOlike AGGST-D--G---------------------------------------------------------------------------------------------------------------------------------------------------------------NRS-------------------------------------------------------------------------T--------------------AER--------------NL---------------   935
MeAGO5 DSGSS-S--G----------------------------------------------------------------------------------------------------------------------------------------------------------------RN-------------------------------------------------------------------------T--------------------IGR--------------SK---------------   972
MeAGOlike DGGPS-G--G----------------------------------------------------------------------------------------------------------------------------------------------------------------RS-------------------------------------------------------------------------T--------------------TGR--------------SR---------------   969
RcAGO5 DGGST-S--G----------------------------------------------------------------------------------------------------------------------------------------------------------------KS-------------------------------------------------------------------------T--------------------TGR--------------SK---------------   968
PtAGOlike2 DSGST-G--A----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TGR--------------SV---------------   885
PtAGOlike3 DAGSS-G--G---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------TA---------------   968
VvAGO5like DSGSG-S--G---------------------------------------------------------------------------------------------------------------------------------------------------------------DRS-------------------------------------------------------------------------T--------------------RER--------------NL---------------  1019
MdAGO5b DGGST-T--G---------------------------------------------------------------------------------------------------------------------------------------------------------------STA-------------------------------------------------------------------------G--------------------GSG--------------GV---------------   963
MdAGO5a DGGST-T--G---------------------------------------------------------------------------------------------------------------------------------------------------------------STA-------------------------------------------------------------------------G--------------------VXG--------------GA---------------   959
PprAGO5 DVAST-T--A---------------------------------------------------------------------------------------------------------------------------------------------------------------GST-------------------------------------------------------------------------S--------------------ASG--------------GG---------------   984
NaAGO5 DTGST-S--G--G-------G---------------------------------------------------------------------------------------------------------------------------------------------------GGRA-------------------------------------------------------------------------T--------------------REQ--------------AA---------------   953
PtAGOlike1 DSGGG-G--T---------------------------------------------------------------------------------------------------------------------------------------------------------------GPP-------------------------------------------------------------------------V--------------------RRE--------------AA---------------   831
MgAGO5 DSGSA-A--A--G-------P----------------------------------------------------------------------------------------------------------------------------------------------------GGA-------------------------------------------------------------------------M--------------------RER--------------VG---------------   952
GmAGO5like2 DSGSA-S--G---------------------------------------------------------------------------------------------------------------------------------------------------------------GRA-------------------------------------------------------------------------A-------------------------------------NC---------------   935
CpAGO5 DSESA-S--G--G------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------RR---------------   867
BdMEL1like DGGST-P--G--S-------S---------------------------------------------------------------------------------------------------------------------------------------------------GQAA-V-----------------------------------------------------------------------A--------------------REG--------------PV---------------  1036
HvAGO5 DGGST-P--G--S-------S---------------------------------------------------------------------------------------------------------------------------------------------------GQAA-I-----------------------------------------------------------------------A--------------------RDG--------------PV---------------  1020
OsMLE1 DGGST-P--G--S-------S---------------------------------------------------------------------------------------------------------------------------------------------------GQ-A-V-----------------------------------------------------------------------A--------------------REG--------------PV---------------  1039
BdMELlike DGGSV-V--S--G-----------------------------------------------------------------------------------------------------------------------------------------------------------GSRA-SAAT----------------------------------------------------------------GAG-A--------------------AGA--------------PA---------------   895
OsAGO14 DGASS-V--G--S-------G---------------------------------------------------------------------------------------------------------------------------------------------------GNQA-A-----------------------------------------------------------------------A--------------------GGQ--------------PP---------------  1033
VvMEL1like EGGSS-T--G---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------PD---------------  1089
BdAGO12like DKFLE-K-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------  1022
OsAGO12 DQGSS-S--S--V----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TRT--------------DR---------------  1039
OsAGO11 DHGSS-S--A--S-------A--------------------------------------------------------------------------------------------------------------------------------------------------AGGSR-------------------------------------------------------------------------R--------------------NDR--------------GV---------------   873
OsAGO17 DSTSH-T--S-------------------------------------------------------------------------------------------------------------------------------------------------------------LPSEE-------------------------------------------------------------------------D--------------------SSA--------------AS---------------   857
OsAGO13 GSGST-P--G--NEHDIVKNS-APTLQILVKVLDFQIVPLTMKLKSSAEDIVALALSKHRVSLHDVYVYHGRRVIAKSLTLESLKADRDSTFLIMPRMR-GGCNDTIGGFKCIPLEQHIRSLGDSLFEIIWIPPDLRVSGFCSYLIILGKPARKIICQLLKLLEIIHAANRFASRFTIADLVFLPDLGCIAFKKGVKIRWNLRREEYKLNMGDVASIISCWFRFNRRKLEALEAGIHELRPGQGDSPMFVDILVKDLRSPTHETGLSANYRGFYKNCSALRSCSAHMNLFTSLDIRKDFM   935
BdAGO18like VESVA-S--S--G----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------TTQ--------------PG---------------  1004
OsAGO18 AGGDP-G--A---------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AK---------------  1069
TcAGO1b DSGEG-S--H--Q-------S-G---------------------------------------------------------------------------------------------------------------------------------------------------SS-------------------------------------------------------------------------E--------------------DRT--------------PG---------------   893
TcAGO1a DSGEG-S--H--Q-------S-G---------------------------------------------------------------------------------------------------------------------------------------------------SS-------------------------------------------------------------------------E--------------------DRT--------------PG---------------   900
HsAGO2 DSAEG-S--H--T-------S-G---------------------------------------------------------------------------------------------------------------------------------------------------QS-------------------------------------------------------------------------N--------------------GRD--------------HQ---------------   840
AlAGO7 NGGSM-N--P--S-------S-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RVG--------------PP---------------   970
AtAGO7 NGGSM-N--P--S-------S-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RVG--------------PP---------------   971
CrbAGO7 M-NHH-H--P--S-------S-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RVG--------------PP---------------   970
ThAGO7 NGGPM-N--P--S-------S-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RVG--------------PP---------------   980
BrAGO7 SGGSM-N--P--S-------C-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RVG--------------PP---------------   962
CpAGO7 TASVR-N--T--C-------T-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAA--------------PP---------------   860
MeAGO7b --SMR-N--A--C-------T-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAS--------------PP---------------   998
PtAGO7 MASIR-N--A--S-------T-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAA--------------PP---------------   851
RcAGO7 MTSAR-N--A--S-------A-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAA--------------PP---------------  1001
MeAGO7a MASMR-N--G--S-------K-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAA--------------PP---------------  1002
MdAGO7b TTYTR-S--G--S-------T-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------RAG--------------PP---------------  1005
PprAGO7 TAYTR-S--G--C-------T-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAG--------------PP---------------   994
VvAGO7like TALAR-S--T--S-------A-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAA--------------PP---------------   986
CsnAGO7 ATLMG-S--S--S-------A-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------C--------------------RAA--------------PP---------------  1011
MdAGO7a TTYTX-S--G--S-------T-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAG--------------PP---------------   997
GmAGO7like LGLFR-S--T--S-------T-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAA--------------PP---------------  1012
PvAGO7 LGLFR-S--T--S-------T-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAA--------------PP---------------  1008
LjAGO7 LGLFR-N--T--S-------T-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAA--------------PP---------------  1001
MtAGO7 LGLFR-S--A--S-------T-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RAA--------------TP---------------   997
NaAGO7 ATLTR-S-----S-------N-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RPA--------------PP---------------   974
EgAGO7 SAHTR-N--G--Y-------Q-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RDA--------------PP---------------   997
LuAGO7 ------S--S--S-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------C--------------------RAS--------------PP---------------  1001
MgAGO7 S-----------I-------T-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------RDS--------------IP---------------   814
BdAGO7like VPTSR-------T-------T-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------Y--------------------STT--------------PL---------------  1019
OsSHL4 ------------T-------T-M------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------Y--------------------RVS--------------PL---------------  1029
SbAGO7 TATSR-------T-------T-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------Y--------------------RAT--------------PL---------------  1014
AlAGO3 EKNSK-Q--S--R-------G-AS--------------------------------------------------------------------------S-SSA---------------------------------------------------------------ASVASS-------------------------------------------------------------------------S--------------------SSL--------------TV---------------  1091
AtAGO3 KKNSK-Q--S--R-------G-AS--------------------------------------------------------------------------S-SS----------------------------------------------------------------ASVASS-------------------------------------------------------------------------S--------------------SSV--------------TM---------------  1175
AlAGO2 EKNFR-Q--P--W-------G-AS--------------------------------------------------------------------------T-SA----------------------------------------------------------------ASLASS-------------------------------------------------------------------------L--------------------SSL--------------TV---------------  1004
AtAGO2 EKNFK-Q--P--R-------G-AS--------------------------------------------------------------------------T-SA----------------------------------------------------------------ASLASS-------------------------------------------------------------------------L--------------------SSL--------------TI---------------   995
CrbAGO2 EKNVR-Q--P--R-------G-AS--------------------------------------------------------------------------T-SA----------------------------------------------------------------ASLASS-------------------------------------------------------------------------L--------------------SSL--------------TI---------------  1002
ThAGO2 EKSFR-Q--P--R-------G-AS--------------------------------------------------------------------------S-SA----------------------------------------------------------------GSLASS-------------------------------------------------------------------------L--------------------SSL--------------TM---------------  1039
BrAGO2a EKNIRQQ--P--R-------G-AS--------------------------------------------------------------------------S-S------------------------------------------------------------------SLASS-------------------------------------------------------------------------F--------------------SSL--------------TV---------------  1018
BrAGO2b EKNIR-Q--P--R-------G-AP--------------------------------------------------------------------------P-PP-------------------------------------------------------------------ADS-------------------------------------------------------------------------L--------------------SAL--------------TL---------------   990
CrbAGO3 EKNSK-Q--S--R-------G-AS--------------------------------------------------------------------------S-SSA---------------------------------------------------------------PSVASS-------------------------------------------------------------------------S--------------------SQT--------------MD---------------   929
CpAGO2 KQSPP-S--A--I-------S-SS--------------------------------------------------------------------------S-------------------------------------------------------------------TLTMSS-------------------------------------------------------------------------L--------------------SAE--------------ES---------------   993
GmAGO2like1 MQSPK-S--T--A-------F-SS--------------------------------------------------------------------------S-KD-------------------------------------------------------------------ASS-------------------------------------------------------------------------A--------------------SRT--------------AS---------------   897
MtAGO2 MQPKK-S--R--T-------Y-LS--------------------------------------------------------------------------S-KD-------------------------------------------------------------------SSS-------------------------------------------------------------------------I--------------------PPT--------------AS---------------  1019
GmAGO2like2 MQSPG-S--A--V-------S-SS--------------------------------------------------------------------------S-SQ-----------------------------------------------------------------ITSLS-------------------------------------------------------------------------I--------------------SST--------------GSS--------------   946
MtAGO3 TQSPY-S--T--V-------S-SS--------------------------------------------------------------------------S-SP-----------------------------------------------------------------LASSS-------------------------------------------------------------------------I--------------------SST--------------ASI--------------   957
VvAGO2like LERPA-S--A--S----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------A--------------------ASA--------------AS---------------  1019
NaAGO2 MQSPV-S--S--T-------T-AF-----------------------------------------------------------------------------------------------------------------------------------------------TTSSS-------------------------------------------------------------------------S--------------------SST--------------AS---------------  1062
SlAGOlike1 MNSPS-S--A--T--------------------------------------------------------------------------------------------------------------------------------------------------------------S-------------------------------------------------------------------------S--------------------SPT--------------AS---------------   878
SlAGOlike2 MNASS-S----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TSP--------------AS---------------   945
SlAGOlike3 MKSPR-S--T--T-------S-SS----------------------------------------------------------------------------------------------------------------------------------------------EASSSS-------------------------------------------------------------------------S--------------------SPI--------------DS---------------   980
BdAGO2like ESQHS-EL--------------LK--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------KTG-------------------------------   915
HvAGO3 SQPQV-R--S--S-------S-SS-------------------------------------------------------------------------------------------------------------------------------------------------ASS-------------------------------------------------------------------------T--------------------AAG--------------AC---------------  1031
OsAGO2 SQPPP-S--SAAS-------A-SS-------------------------------------------------------------------------------------------------------------------------------------------------ASS-------------------------------------------------------------------------S--------------------GAG--------------AS---------------  1015
OsAGO3 LQPAA-S--A--A-------S-ASE----------AMMPAAQPQAAAAAAAAA-------------------------------------------SPS-SSAASS-------------------------------SEGMTA-----SQP------------QAPAAEAAS-------------------------------------------------------------------------S--------------------SAG--------------AA---------------  1090
TcAGO2b DMSQL-K--R--H-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------QEK-------------------------------   888
TcAGO2a DLTQL-K--T--H-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------QQK-------------------------------   840
AlAGO9 SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TPG--------------AV---------------   883
CrbAGO9 SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TPG--------------AV---------------   903
AtAGO9 SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TPG--------------AV---------------   877
BrAGO9a SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TPG--------------AV---------------   887
ThAGO9 SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TPG--------------AV---------------   884
BrAGO9b SETSL-T--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------IPG--------------AV---------------   892
BrAGO9c SERSS-I--H--D-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------RSG--------------EP---------------   911
AlAGO8 SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------IAG--------------AV---------------   829
AtAGO8 SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TAG--------------AV---------------   831
CrbAGO8 SETSP-S--H--D-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TAG--------------VV---------------   842
AlAGO4 SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------APG--------------PI---------------   905
CrbAGO4 SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------APG--------------PI---------------   904
AtAGO4 SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------APG--------------PI---------------   905
BrAGO4 SETSS-S--H--G-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------APG--------------PV---------------   903
ThAGO4 SETSS-S--H--G-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------APG--------------PI---------------   903
CpAGO4 SETSS-S--H--G-------G-T------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TAG--------------AV---------------   904
CsnAGO4 SETSS-S--Q--G-------G-M------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------PV---------------   901
MeAGO4 SETSS-S--H--G-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------AV---------------   890
RcAGO4a SETSS-S--H--G-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------AV---------------   902
EgAGO4a SE----S--Q--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------PV---------------   897
PhAGO4like SETSS-S--H-GG-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TAG--------------PV---------------   914
VvAGO4 SETSS-S--Q--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------PV---------------   894
CstAGO4 SETAS-S--D--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------AV---------------   896
PprAGO4a SETSS-S--H--G-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------AV---------------   920
MgAGO4 SETSS-S--L--N-------G-A------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------A--------------------PGG--------------AP---------------   917
NaAGO4a SETSS-S--H--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------PV---------------   893
NbAGO4-1 SETSS-S--H--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------PV---------------   893
NaAGO4b SETSS-S--R--G-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------NAG--------------PV---------------   886
NbAGO4-2 SETSS-S--R--G-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------NAG--------------PV---------------   886
SlAGO4a SETSS-S--H--N-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------NAG--------------PV---------------   773
GmAGOlike2 SETSS-S--H--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------GAG--------------AV---------------   896
PvAGO9 SDTTS-S--H--G-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S----------------GAGAGAG--------------AV---------------   900
GmAGO4like SETSS-S--H--G-------G--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------GMP--------------AP---------------   887
PvAGO4 SETAS-S--H--G-------G----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AH---------------   888
MtAGO4b SETSS-S--H--G-------G-SG-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------R--------------------DIN--------------AS---------------   929
MtAGO4c SETSS-S--H--G-------G-SG-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------R--------------------DIN--------------AS---------------   907
EgAGO4c SETSS-S--H--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------AV---------------   930
EgAGO4b SETSS-S--H--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------AV---------------   902
SlAGO4b SETSS-S--Q--D-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------R--------------------NAG--------------PV---------------   885
MtAGO4d SETSS-S--Q--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------N-------------------------------------AS---------------   910
LuAGO4b SETSS-S--K--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------SSG--------------PV---------------   903
LuAGO4a SETSS-S--K--G-----GSG-M------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------SAG--------------PV---------------   854
MtAGO4a SETSS-R--R--E-------G-D------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------NAS-------------------------------   883
PtAGO4b SETSS-S--H--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------QT---------------   911
RcAGO4b SETSS-S--H--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TSG--------------PT---------------   898
CsnAGO9 SDTSS-S--H--N-------A-M------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------SI---------------   879
MdAGO4 SETAS-S--H-GG-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------VPG--------------AV---------------   869
PprAGO4b SETSS-S--H-GG-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------VAG--------------GV---------------   892
PtAGO4a SDTSS-S--H--G-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------VPG--------------AV---------------   904
NaAGO9 SETSS-S--H--G-------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------AVG--------------GA---------------   868
BdAGO4Alike SETSS-S--QGGG-------G-H------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------ST---------------   883
OsAGO4A SETSS-S--H--G-------G-H------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------SA---------------   885
ZmAGO4 SETSS-S--H--G-------G-H------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------SV---------------   879
OsAGO4B SDASS-S--Q--G-------G-H------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SVG--------------SV---------------   892
SbAGO4 SDTSS-S--Q--G-------G-H------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------SA---------------   890
BdAGO4Blike SDASS-S--Q--G------RG-H------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------SA---------------   895
MgAGO9 SDKSS-S--H--S-------G-T------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------A--------------------GPG--------------GL---------------   874
MdAGO9 SETSS-S--R--G-------GSV------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------VAG--------------GV---------------   826
ThAGO8 SETSS-S--H--G-------G-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TSG--------------AA---------------   831
VvAGO4Alike PESSS-G--H--A------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------AA---------------   870
GmAGO4Blike SETSS-T--H--G-------G-L------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAS--------------AP---------------   862
AlAGO6 SEDGK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   857
AtAGO6 SEDGK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   860
CrbAGO6 LEDGK-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   859
BrAGO6 SEEK--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   849
ThAGO6 SEDER-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   859
BdAGO16like ADTSS-G--S----------G-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------P--------------------SAS--------------TA---------------   863
CsnAGO6 SDTS------------------I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------SV---------------   876
PtAGO6 SETSS-G--Q--R-------S-M------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SVG--------------ST---------------   850
VvAGO16like SETSS-A--K--R-------A-I------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TEE--------------SV---------------   941
RcAGO6 SETSS-G--H--G-------S-M------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------PI---------------   844
NaAGO8 SETSS-G--H--G-------S-V------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------K--------------------SIG--------------ST---------------   884
LuAGO9 GSSER-L--S--E-------A-M------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SAG--------------AP---------------   866
LuAGO6 SEKSS-------E-------V-M------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SVG--------------AP---------------   894
MgAGO6 SEQKN-----------------T------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------TGG--------------SI---------------   879
GmAGO16like SETGS-S--P-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------A--------------------SEG--------------GI---------------   883
MtAGO6 SEASP-S--P-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------D--------------------SEG--------------NI---------------   928
CpAGO6 SETSS-G--H--K-------I-M------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------T--------------------SSG--------------IV---------------   812
MtAGO4e SENLS-S--H--N-------E-F------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------I--------------------SQ--------------------------------   857
PgAGO SETAS-R--S--GK----GEGSV------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------A--------------------SGG-----------GGYTA---------------   940
PptAGOlike1 GSDTS-SLRS-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------KEG-----------GVDSM---------------   925
PptAGOlike3 ------S--Y--------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   901
PptAGOlike2 GSTTS-S--S-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------S--------------------SRG-----------IGVSR---------------   899
CrnAGO6 ASDSA-S--E--T-------A-SR--------------------------------------------------------------------------S-GR------------------------------------------------------------------GAGA-------------------------------------------------------------------------A--------------------EGG--------------AS---------------  1018
VcAGOlike ASDTA-S--E--A-------G-SM--------------------------------------------------------------------------R-A------------------------------------------------------------------------------------------------------------------------------------------------G--------------------QGG--------------AS---------------  1095
CrnAGOlike ------G-------------G-------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------W---------------------------------------------GGG--------------GC---------------  1172
CrnAGO2like PSGKQ-G--R----------G-VD----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------W-------------------------------------------------------------------------------  1009
CrnAGO2 PSGKQ-G--R----------G-VD----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------W-------------------------------------------------------------------------------   949
YeastAGO AQAPK-E--K----------G-SK-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------D--------------------QPT--------------VS---------------  1027
TcAGO3 ------S-----------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------------   843
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AlAGO10 -------G-VK-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   983
AtAGO10 -------G-VK-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   988
CrbAGO10 -------G-VK-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1018
ThAGO10 ----GRGG-VK-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   979
BrAGO10 ----VGGG-VK-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   974
CpAGO10 -------GKVR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   990
CsnAGO10 -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   992
MeAGO10 -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   993
RcAGO10a -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   986
PtAGO10 -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   996
VvAGO10like -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   995
MdAGO10a -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   988
PprAGO10 -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   990
MdAGO10b -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   956
GmAGO10like -------S-VK-PLP-DLK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   974
PvAGO10a -------S-VK-PLP-DLK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   974
NaAGO10 -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   988
MdAGO1b -------G-VR-PLP-ALK-----------ENV----LVHH--------------------------------------CT-LYLRMVKKDF----QPQSLE-IIFPTL--RWARDGDLG---------------------EDA   974
LuAGO10a -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1007
EgAGO10a -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   980
MgAGO10 -------G-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   942
BdPNH1like -------S-VK-PLP-AVK-----------EKV--KRVMFY--------------------------------------C----------------------------------------------------------------   953
SbAGO10a -------S-VK-PLP-AVK-----------EKV--KRVMFY--------------------------------------C----------------------------------------------------------------   975
ZmAGO10a -------S-VK-PLP-AVK-----------EKV--KRMMFY--------------------------------------C----------------------------------------------------------------   966
ZmAGO10b -------L-VK-PLP-AVK-----------EKV--KRVMFY--------------------------------------C----------------------------------------------------------------   984
OsPNH1 -------S-VK-PLP-AVK-----------EKV--KRVMFY--------------------------------------C----------------------------------------------------------------   973
CpAGO1 -------G-VR-PLP-ALK-----------EKV--KNVMFY--------------------------------------C----------------------------------------------------------------   915
CstAGO1b -------C-VR-PLP-ALK-----------ERV--KNVMFY--------------------------------------C----------------------------------------------------------------   926
GmPNH1like1 ---------VR-PLP-ALK-----------EKV--KNVMFY--------------------------------------C----------------------------------------------------------------   909
PvAGO10b ---------VR-PLP-ALK-----------EKV--KNVMFY--------------------------------------C----------------------------------------------------------------   908
GmPNH1like2 ---------VR-PLP-ALK-----------EKV--KNVMFY--------------------------------------C----------------------------------------------------------------  1043
MtAGO10 ---------VR-PLP-ALK-----------EKV--KKVMFY--------------------------------------C----------------------------------------------------------------   876
MeAGO1 -------C-VR-PLP-ALK-----------DKV--KSVMFY--------------------------------------C----------------------------------------------------------------   922
RcAGO10b -------C-VR-PLP-ALK-----------EKV--KNVMFY--------------------------------------C----------------------------------------------------------------   944
VvPNH1 -------R-VR-PLP-ALN-----------EKV--KNVMFY--------------------------------------C----------------------------------------------------------------   938
AlAGO1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1052
CrbAGO1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1068
AtAGOlike -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1123
AtAGO1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1048
ThAGO1 -------A-VR-PLP-PLK-----------DNV--KRVMFY--------------------------------------C----------------------------------------------------------------  1084
BrAGO1 -------A-VR-PLP-PLK-----------DNV--KRVMFY--------------------------------------C----------------------------------------------------------------  1111
BdAGO1Alike -------A-VK-PLP-DLK-----------DNV--KRVMFY--------------------------------------C----------------------------------------------------------------  1076
BdAGO1Blike -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1094
HvAGO1a -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   810
SbAGO10b -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1082
ZmAGO1a -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1078
OsAGO1B -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1118
HvAGO10 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1216
ZmAGO1c -------E-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1092
OsAGO1A -------A-VR-PLP-DLK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1082
SbAGO10c -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1109
ZmAGO1b -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1102
CsnAGO1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1073
RcAGO1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1063
PtAGO1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1062
MdAGO1a -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1093
PprAGO1a -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1069
GmAGOlike1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1058
PvAGO1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1063
CstAGO1a -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1058
EgAGO1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1074
VvAGO1like -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1085
VvAGO1Blike -------A-VR-PLL-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   867
MgAGO1 -------A-VR-PLP-QLR-----------DNV--KRVMFY--------------------------------------C----------------------------------------------------------------  1084
NaAGO1a -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1058
NbAGO1-1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1052
NtAGO1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1061
NaAGO1b -------A-VR-PLP-ALK-----------DNV--KRVMFY--------------------------------------C----------------------------------------------------------------  1120
NbAGO1-2 -------A-VR-PLP-ALK-----------DNV--KRVMFY--------------------------------------C----------------------------------------------------------------   979
NaAGO1c -------V-VK-PLP-SLK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1062
PsAGO2 -------A-VR-PLP-ELK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1070
PsAGO1 -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1100
LuAGO1 -------A-VR-PLP-SLK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1186
LuAGO5 -------A-VR-PLP-SLK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1178
LuAGO10b -------T-VR-PLP-SLK-----------ENV--KKVMFY--------------------------------------C----------------------------------------------------------------  1094
BdAGO1Dlike -------I-VR-PLP-ALK-----------DSV--KRVMFY--------------------------------------C----------------------------------------------------------------  1044
HvAGO1b -------A-VK-PLP-AMK-----------DSV--KNVMFY--------------------------------------C----------------------------------------------------------------   843
OsAGO1C -------A-VK-PLP-ALK-----------DSV--KRVMFY--------------------------------------C----------------------------------------------------------------  1011
SbAGO1a -------A-VR-PLP-ALK-----------DNV--KRVMFY--------------------------------------C----------------------------------------------------------------  1028
OsAGO1D -------A-VR-PLP-ALK-----------DSV--KNVMFY--------------------------------------C----------------------------------------------------------------  1038
ZmAGO1d -------A-VR-PLP-ALK-----------DSV--KKVMFY--------------------------------------C----------------------------------------------------------------  1027
SbAGO1b -------A-VR-PLP-VLK-----------DSV--KNVMFY--------------------------------------C----------------------------------------------------------------  1016
BdAGO1Clike -------A-VR-PLP-ALK-----------DNV--KKVMFY--------------------------------------C----------------------------------------------------------------  1043
MdAGO10c -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1115
PprAGO1b -------A-VR-PLP-ALK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1102
PptAGO5 -------A-VR-PLP-PLK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   896
PptAGO1 -------A-VR-PLP-PLK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1120
PptAGO10 -------A-VR-PLP-PLK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------   974
SmAGO10 -------S-IR-PLP-ALK-----------DKV--KKVMFY--------------------------------------C----------------------------------------------------------------   955
SmAGO1a -------S-IR-PLP-ALK-----------DKV--KKVMFY--------------------------------------C----------------------------------------------------------------   941
EgAGO10b -------T-VK-PLP-AIK-----------ENV--KRVMFY--------------------------------------C----------------------------------------------------------------  1051
SmAGO1b -------G-VR-PLP-PVK-----------DNV--KSVMFY--------------------------------------C----------------------------------------------------------------  1002
AlAGO5 -------V-IS-QLP-AIK-----------DNV--KDVMFY--------------------------------------C----------------------------------------------------------------  1001
AtAGO5 -------V-IS-QLP-AIK-----------DNV--KEVMFY--------------------------------------C----------------------------------------------------------------   997
CrbAGO5 -------V-AS-KLP-AVK-----------DNV--KDVMFY--------------------------------------C----------------------------------------------------------------  1023
BrAGO5 -------V-VS-LLP-ATK-----------DNV--KDVMFY--------------------------------------C----------------------------------------------------------------   966
ThAGO5 -------F-VS-HLP-AIK-----------DNV--KDVMFY--------------------------------------C----------------------------------------------------------------   989
CsnAGO5 -------A-IR-PLP-VIK-----------DNV--KDVMFY--------------------------------------C----------------------------------------------------------------   806
CsnAGOlike -------A-IR-PLP-VIK-----------DNV--KDVMFY--------------------------------------C----------------------------------------------------------------   954
MeAGO5 -------E-VQ-PLP-VIK-----------DNV--KDVMFY--------------------------------------C----------------------------------------------------------------   991
MeAGOlike -------E-VQ-PLP-VIK-----------DNV--KDVMFY--------------------------------------C----------------------------------------------------------------   988
RcAGO5 -------E-VQ-PLP-VIK-----------DNV--KDVMFY--------------------------------------C----------------------------------------------------------------   987
PtAGOlike2 -------E-AR-SLP-VVK-----------ENV--KDVMFY--------------------------------------C----------------------------------------------------------------   904
PtAGOlike3 -------E-FR-PLP-VIK-----------ENV--KDVMFY--------------------------------------C----------------------------------------------------------------   987
VvAGO5like -------E-VR-LLP-AVK-----------ENV--KDVMFY--------------------------------------C----------------------------------------------------------------  1038
MdAGO5b -------R-FR-ALP-EIK-----------ENV--KEVMFY--------------------------------------C----------------------------------------------------------------   982
MdAGO5a -------R-FR-ALP-EIK-----------ENV--KEVMFY--------------------------------------C----------------------------------------------------------------   978
PprAGO5 -------G-IR-ALP-QIK-----------ENV--KDVMFY--------------------------------------C----------------------------------------------------------------  1003
NaAGO5 -------G-VK-PLP-KIK-----------DNV--RDVMFY--------------------------------------C----------------------------------------------------------------   972
PtAGOlike1 -------P-VR-PLP-AIS-----------PNV--KNVMFY--------------------------------------C----------------------------------------------------------------   850
MgAGO5 -------E-VR-ALP-AIM-----------DNV--KDVMFY--------------------------------------C----------------------------------------------------------------   971
GmAGO5like2 -------E-VR--LP-SVK-----------ENV--KDVMFF--------------------------------------C----------------------------------------------------------------   953
CpAGO5 -------A-IT-PLP-SIK-----------DNV--KNVMFY--------------------------------------C----------------------------------------------------------------   886
BdMEL1like -------E-VR-QLP-NIK-----------ENV--KDVMFY--------------------------------------C----------------------------------------------------------------  1055
HvAGO5 -------E-VR-QLP-KIK-----------ENV--KDVMFY--------------------------------------C----------------------------------------------------------------  1039
OsMLE1 -------E-VR-QLP-KIK-----------ENV--KDVMFY--------------------------------------C----------------------------------------------------------------  1058
BdMELlike -------A-FR-QLP-QIK-----------DKV--KDVMFY--------------------------------------C----------------------------------------------------------------   914
OsAGO14 -------A-VR-RLP-QIK-----------ENV--KDVMFY--------------------------------------C----------------------------------------------------------------  1052
VvMEL1like -------D-RI-ELP-EID-----------PTV--KSVIRY--------------------------------------SLTQFLFL--QHH----VGRTIYCFIFEN-------ENSL-------------------------  1134
BdAGO12like ------------KMA-AMG-----------RAI--------N------------------------------------GL----------------------------------------------------------------  1034
OsAGO12 -------S-TK-PLP-EIK-----------ENV--KRFMFY--------------------------------------C----------------------------------------------------------------  1058
OsAGO11 -------P-VK-PLP-EIK-----------ENV--KQFMFY--------------------------------------C----------------------------------------------------------------   892
OsAGO17 -------E-TG-SLL-PIK-----------DNL--KGAMFF--------------------------------------C----------------------------------------------------------------   876
OsAGO13 VGSADWGNFVK-ALG-DIKLPGWYRTAMRSPEM--RKVLFFEFNDPHTGELRGKRYRALSVFSWLEFARIFIKHMKKGLCTDK------QA-------TALLCVIFSNI--VPVVEKKLTYSYRPPAKEKSNESFTVEEILDPS  1060
BdAGO18like -------A-IK-ALP-EIK-----------DEV--KRLMFY--------------------------------------C----------------------------------------------------------------  1023
OsAGO18 ---------FQWVLP-EIK-----------EEV--KKSMFF--------------------------------------C----------------------------------------------------------------  1088
TcAGO1b -------A-MA-RAI-TVH-----------ADT--KKVMYF--------------------------------------A----------------------------------------------------------------   912
TcAGO1a -------A-MA-RAI-TVH-----------ADT--KKVMYF--------------------------------------A----------------------------------------------------------------   919
HsAGO2 -------A-LA-KAV-QVH-----------QDT--LRTMYF--------------------------------------A----------------------------------------------------------------   859
AlAGO7 -------K-TI-PLP-KLS-----------DNV--KNLMFY--------------------------------------C----------------------------------------------------------------   989
AtAGO7 -------K-TI-PLP-KLS-----------DNV--KNLMFY--------------------------------------C----------------------------------------------------------------   990
CrbAGO7 -------K-TI-PLP-KLS-----------DNV--KNLMFY--------------------------------------C----------------------------------------------------------------   989
ThAGO7 -------K-TI-PLP-RLS-----------DNV--KNLMFY--------------------------------------C----------------------------------------------------------------   999
BrAGO7 -------K-TI-PLP-KLS-----------DNV--KNLMFY--------------------------------------C----------------------------------------------------------------   981
CpAGO7 -------K-TT-PLP-KLR-----------ENV--KKLMFY--------------------------------------C----------------------------------------------------------------   879
MeAGO7b -------K-AT-PLP-KLS-----------EKV--KNLMFY--------------------------------------C----------------------------------------------------------------  1017
PtAGO7 -------K-AA-PLP-KLS-----------ENL--KKLMFY--------------------------------------C----------------------------------------------------------------   870
RcAGO7 -------K-AT-PLP-KLS-----------ENV--KNLMFY--------------------------------------C----------------------------------------------------------------  1020
MeAGO7a -------K-AT-PLP-KLN-----------ENV--KNLMFY--------------------------------------C----------------------------------------------------------------  1021
MdAGO7b -------K-EM-ALP-KLS-----------ENV--KKLMFY--------------------------------------C----------------------------------------------------------------  1024
PprAGO7 -------K-EM-ELP-KLS-----------ENV--RKLMFY--------------------------------------C----------------------------------------------------------------  1013
VvAGO7like -------K-TA-PLP-KLS-----------ENV--KKLMFY--------------------------------------C----------------------------------------------------------------  1005
CsnAGO7 -------K-AA-PLP-KLS-----------ENV--KKLMFY--------------------------------------C----------------------------------------------------------------  1030
MdAGO7a -------K-EM-ALP-KLX-----------ENV--KKLMFY--------------------------------------C----------------------------------------------------------------  1016
GmAGO7like -------K-TA-ALP-KLS-----------ENI--KKLMFY--------------------------------------C----------------------------------------------------------------  1031
PvAGO7 -------K-TA-PLP-KLS-----------ENI--KKLMFY--------------------------------------C----------------------------------------------------------------  1027
LjAGO7 -------K-TA-PLP-KLS-----------ENI--KKLMFY--------------------------------------C----------------------------------------------------------------  1020
MtAGO7 -------K-TP-PLP-KLS-----------ENI--KKLMFY--------------------------------------C----------------------------------------------------------------  1016
NaAGO7 -------K-TT-PLP-KLT-----------ENI--KKLMFY--------------------------------------C----------------------------------------------------------------   993
EgAGO7 -------K-TT-PLP-KLS-----------ENV--KKLMFY--------------------------------------C----------------------------------------------------------------  1016
LuAGO7 ------IK-AT-PLP-KLS-----------ENV--SKVMFY--------------------------------------C----------------------------------------------------------------  1021
MgAGO7 -------K-AM-PLP-KLS-----------ENI--RKLMFY--------------------------------------C----------------------------------------------------------------   833
BdAGO7like -------Q-TP-PLP-KLS-----------DSV--KRLMFY--------------------------------------C----------------------------------------------------------------  1038
OsSHL4 -------Q-TV-PLP-KLR-----------DNV--KRLMFY--------------------------------------C----------------------------------------------------------------  1048
SbAGO7 -------Q-TA-PLP-KLR-----------DSV--KGLMFY--------------------------------------C----------------------------------------------------------------  1033
AlAGO3 -------E-DK-EIF-KVH-----------TEI--ENNMFF--------------------------------------V----------------------------------------------------------------  1110
AtAGO3 -------E-DK-EIF-KVH-----------AGI--ENFMFF--------------------------------------V----------------------------------------------------------------  1194
AlAGO2 -------E-DK-AIF-KLH-----------AEL--ENVMFF--------------------------------------V----------------------------------------------------------------  1023
AtAGO2 -------E-DK-AIF-KLH-----------AEL--ENVMFF--------------------------------------V----------------------------------------------------------------  1014
CrbAGO2 -------E-DK-AIF-KLH-----------AEL--ENVMFF--------------------------------------V----------------------------------------------------------------  1021
ThAGO2 -------E-DK-AVF-KLH-----------KEL--ENVMFF--------------------------------------V----------------------------------------------------------------  1058
BrAGO2a -------D-DN-AIF-KLH-----------KEL--ENVMFF--------------------------------------V----------------------------------------------------------------  1037
BrAGO2b -------E-DK-AIF-KLH-----------KEL--ENVMFF--------------------------------------V----------------------------------------------------------------  1009
CrbAGO3 -------N-DG-TVF-KVN-----------RLI--EDSMFF--------------------------------------V----------------------------------------------------------------   948
CpAGO2 -------F-DE-KFY-KVH-----------ADL--ENIMFF--------------------------------------V----------------------------------------------------------------  1012
GmAGO2like1 -------F-EQ-GFY-TLH-----------ADL--ENIMFF--------------------------------------I----------------------------------------------------------------   916
MtAGO2 -------F-EQ-GFY-RLH-----------ADL--ENIMFF--------------------------------------I----------------------------------------------------------------  1038
GmAGO2like2 ------LN-DP-GYY-KLH-----------ADV--ENIMFF--------------------------------------V----------------------------------------------------------------   966
MtAGO3 ------SN-DP-GFY-KLH-----------PDT--ENGMFF--------------------------------------V----------------------------------------------------------------   977
VvAGO2like -------F-DE-RFY-RLH-----------GDL--ENTMFF--------------------------------------V----------------------------------------------------------------  1038
NaAGO2 -------F-EQ-GFY-NLH-----------PDL--QNIMFF--------------------------------------V----------------------------------------------------------------  1081
SlAGOlike1 -------F-QQ-KFY-DLH-----------SDL--QNVMFF--------------------------------------V----------------------------------------------------------------   897
SlAGOlike2 -------F-EQ-RFY-NLQ-----------PDL--QNIMFF--------------------------------------V----------------------------------------------------------------   964
SlAGOlike3 -------F-AQ-EFY-DLH-----------HDL--KDIMFF--------------------------------------V----------------------------------------------------------------   999
BdAGO2like ------------GFPILLH-----------VDL--EDRMVF--------------------------------------I----------------------------------------------------------------   932
HvAGO3 -------D-FS-NFP-TLH-----------VDL--QDNMFF--------------------------------------I----------------------------------------------------------------  1050
OsAGO2 -------D-FR-SFP-ALH-----------EDL--VDNMFF--------------------------------------I----------------------------------------------------------------  1034
OsAGO3 -------D-FR-ELP-PMH-----------GDL--LNNMFF--------------------------------------L----------------------------------------------------------------  1109
TcAGO2b ------C---------QIQ-----------EKIVKGKPMFF--------------------------------------V----------------------------------------------------------------   904
TcAGO2a ------C---------QIQ-----------ESIVKEKPMFF--------------------------------------V----------------------------------------------------------------   856
AlAGO9 -------P-VP-PMP-QLN-----------DKV--ATSMFF--------------------------------------C----------------------------------------------------------------   902
CrbAGO9 -------P-VP-PMP-QLN-----------DKV--ATSMFF--------------------------------------C----------------------------------------------------------------   922
AtAGO9 -------P-VP-PMP-QLH-----------NNV--STSMFF--------------------------------------C----------------------------------------------------------------   896
BrAGO9a -------P-VP-PMP-KLN-----------PEV--ASSMFF--------------------------------------C----------------------------------------------------------------   906
ThAGO9 -------P-VP-PMP-TLN-----------PEV--ASSMFF--------------------------------------C----------------------------------------------------------------   903
BrAGO9b -------P-VP-PMP-KLN-----------VNV--ASSMFF--------------------------------------C----------------------------------------------------------------   911
BrAGO9c -------P-VP-PMP-MLN-----------SDV--ASSMFF--------------------------------------C----------------------------------------------------------------   930
AlAGO8 -------S-VP-PMP-KLN-----------TKV--ASSMFF--------------------------------------C----------------------------------------------------------------   848
AtAGO8 -------P-VP-PMP-KLN-----------TNV--ASSMFF--------------------------------------C----------------------------------------------------------------   850
CrbAGO8 -------S-VP-PMP-KLN-----------TKV--SGSMFF--------------------------------------C----------------------------------------------------------------   861
AlAGO4 -------S-VA-QLP-KLK-----------DNV--ANSMFF--------------------------------------C----------------------------------------------------------------   924
CrbAGO4 -------A-VA-QLP-KLK-----------DNV--ANSMFF--------------------------------------C----------------------------------------------------------------   923
AtAGO4 -------S-VA-QLP-RLK-----------DNV--ANSMFF--------------------------------------C----------------------------------------------------------------   924
BrAGO4 -------S-VA-QLP-KLK-----------DNV--ANSMFF--------------------------------------C----------------------------------------------------------------   922
ThAGO4 -------S-VA-QLP-RLK-----------DNV--ANSMFF--------------------------------------C----------------------------------------------------------------   922
CpAGO4 -------A-VP-QLP-RLK-----------ENV--SSSMFF--------------------------------------C----------------------------------------------------------------   923
CsnAGO4 -------P-VP-QLP-RLQ-----------EKV--CNSMFF--------------------------------------C----------------------------------------------------------------   920
MeAGO4 -------P-VP-QLP-KLQ-----------DKV--CNSMFF--------------------------------------C----------------------------------------------------------------   909
RcAGO4a -------P-VP-QMP-KLS-----------DKV--SSSMFF--------------------------------------C----------------------------------------------------------------   921
EgAGO4a -------A-VP-QLP-RLQ-----------EKVCNSNSMFF--------------------------------------C----------------------------------------------------------------   918
PhAGO4like -------P-VA-QLP-RLQ-----------EKV--AHSMFF--------------------------------------C----------------------------------------------------------------   933
VvAGO4 -------P-VP-QLP-KLQ-----------ESV--CNSMFF--------------------------------------C----------------------------------------------------------------   913
CstAGO4 -------P-VP-QLP-RLQ-----------EKV--CNSMFF--------------------------------------C----------------------------------------------------------------   915
PprAGO4a -------P-VP-QLP-RLK-----------ENV--SSSMFF--------------------------------------C----------------------------------------------------------------   939
MgAGO4 -------A-VP-PMP-KLS-----------ESV--RNSMFF--------------------------------------C----------------------------------------------------------------   936
NaAGO4a -------T-VP-QLP-RLQ-----------ENV--SSSMFF--------------------------------------C----------------------------------------------------------------   912
NbAGO4-1 -------T-VP-QLP-RLQ-----------ENV--SSSMFF--------------------------------------C----------------------------------------------------------------   912
NaAGO4b -------T-VP-QLP-KLE-----------EKV--SSSMFF--------------------------------------C----------------------------------------------------------------   905
NbAGO4-2 -------T-VP-QLP-KLE-----------EKV--SSSMFF--------------------------------------C----------------------------------------------------------------   905
SlAGO4a -------S-VP-QLP-KLE-----------EKP--TASATK--------------------------------------SKAELLLL--QRSRREGATVSIRGVILSSTLKLPL----LTVLYKSA----------------PI   834
GmAGOlike2 -------P-VP-QLP-PLQ-----------ENV--RNTMFF--------------------------------------C----------------------------------------------------------------   915
PvAGO9 -------P-VP-QMP-PLK-----------ENV--RNTMFF--------------------------------------C----------------------------------------------------------------   919
GmAGO4like -------P-VP-QLP-RLQ-----------ENV--SSSMFF--------------------------------------C----------------------------------------------------------------   906
PvAGO4 -------T-VP-QLP-RLN-----------DNV--SSSMFF--------------------------------------C----------------------------------------------------------------   907
MtAGO4b -------P-IP-QLP-KLM-----------DSV--CNSMFF--------------------------------------V----------------------------------------------------------------   948
MtAGO4c -------P-IP-QLP-KLM-----------DSV--CNSMFF--------------------------------------V----------------------------------------------------------------   926
EgAGO4c -------P-VP-QMP-KLQ-----------ENV--SSSMFF--------------------------------------V----------------------------------------------------------------   949
EgAGO4b -------P-VP-QMP-KLQ-----------ENV--SSSMFF--------------------------------------V----------------------------------------------------------------   921
SlAGO4b -------T-VP-QLP-RLQ-----------KNV--ASSMFF--------------------------------------C----------------------------------------------------------------   904
MtAGO4d -------L-IP-QLP-NLH-----------KRV--CNSMFF--------------------------------------V----------------------------------------------------------------   929
LuAGO4b -------A-VP-QLP-KLE-----------DKV--ANSMFF--------------------------------------C----------------------------------------------------------------   922
LuAGO4a -------A-VP-QLP-RLE-----------EKV--ANSMFF--------------------------------------C----------------------------------------------------------------   873
MtAGO4a -------L-VP-QLP-KLD-----------RRV--CNSMFF--------------------------------------V----------------------------------------------------------------   902
PtAGO4b -------P-VP-ELP-ELH-----------RNV--CSSMFF--------------------------------------C----------------------------------------------------------------   930
RcAGO4b -------P-VP-ELP-VLH-----------QKV--RSSMFF--------------------------------------C----------------------------------------------------------------   917
CsnAGO9 -------P-VP-ELP-VLH-----------ERV--CNSMFF--------------------------------------C----------------------------------------------------------------   898
MdAGO4 -------P-VP-ELP-KLH-----------KNV--INSMFF--------------------------------------C----------------------------------------------------------------   888
PprAGO4b -------A-VP-ELP-RLH-----------ANV--INSMFF--------------------------------------C----------------------------------------------------------------   911
PtAGO4a -------P-VP-ELP-RLH-----------NNV--SSSMFF--------------------------------------C----------------------------------------------------------------   923
NaAGO9 -------P-VP-ALP-RLH-----------RNV--RSSMFF--------------------------------------C----------------------------------------------------------------   887
BdAGO4Alike -------P-VQ-ELP-RLH-----------EKV--RSSMFF--------------------------------------C----------------------------------------------------------------   902
OsAGO4A -------P-VP-ELP-RLH-----------NKV--RSSMFF--------------------------------------C----------------------------------------------------------------   904
ZmAGO4 -------P-VQ-ELP-RLH-----------EKV--RSSMFF--------------------------------------C----------------------------------------------------------------   898
OsAGO4B -------P-VP-ELP-RLH-----------EKV--RSSMFF--------------------------------------C----------------------------------------------------------------   911
SbAGO4 -------P-VP-ELP-RLH-----------EKV--RSSMFF--------------------------------------C----------------------------------------------------------------   909
BdAGO4Blike -------A-VQ-PLP-GLH-----------ERV--RNTMFF--------------------------------------C----------------------------------------------------------------   914
MgAGO9 -------S-VA-PLP-LLH-----------HKV--SSSMFF--------------------------------------C----------------------------------------------------------------   893
MdAGO9 -------A-VP-ELP-KLH-----------EDV--KNYMFF--------------------------------------C----------------------------------------------------------------   845
ThAGO8 -------P-VP-PMP-KLN-----------KAV--ATSMFF--------------------------------------C----------------------------------------------------------------   850
VvAGO4Alike -------P-VP-QLP-SFH-----------EKV--ADTMFF--------------------------------------C----------------------------------------------------------------   889
GmAGO4Blike -------L-VP-QLP-RLH-----------KQV--INSMFF--------------------------------------C----------------------------------------------------------------   881
AlAGO6 ---------VP-ELP-RLH-----------ENV--ETNMFF--------------------------------------C-----FC---------------------------------------------------------   877
AtAGO6 ---------VP-ELP-RLH-----------ENV--EGNMFF--------------------------------------C----------------------------------------------------------------   878
CrbAGO6 ---------VA-ELP-RLH-----------ERV--ESNMFF--------------------------------------C----------------------------------------------------------------   877
BrAGO6 ---------VP-ELP-RLH-----------ERV--ESNMFF--------------------------------------C----------------------------------------------------------------   867
ThAGO6 ---------VP-DLP-RLD-----------KKV--ASNMFF--------------------------------------C----------------------------------------------------------------   877
BdAGO16like -------T-VP-ELP-RLH-----------ADV--CSSMFF--------------------------------------C----------------------------------------------------------------   882
CsnAGO6 -------P-VP-ELP-RLH-----------KNV--ESSMFF--------------------------------------C----------------------------------------------------------------   895
PtAGO6 -------P-VP-ELP-RLH-----------ENV--EGSMFF--------------------------------------C----------------------------------------------------------------   869
VvAGO16like -------P-VP-ELP-RLH-----------ENV--RGSMFF--------------------------------------C----------------------------------------------------------------   960
RcAGO6 -------P-VP-ELP-RLH-----------KDV--AGSMFF--------------------------------------C----------------------------------------------------------------   863
NaAGO8 -------S-VT-ELP-RLH-----------MNV--SDSMFF--------------------------------------C----------------------------------------------------------------   903
LuAGO9 -------P-VP-ELP-RLQ-----------DNV---TNMFF--------------------------------------C----------------------------------------------------------------   884
LuAGO6 -------A-VP-ALP-KLH-----------KNV--EASMFF--------------------------------------C----------------------------------------------------------------   913
MgAGO6 -------P-FP-ELP-RLH-----------KNV--AGSMFF--------------------------------------C----------------------------------------------------------------   898
GmAGO16like -------P-IP-ELP-RLH-----------RNV--RSSMFF--------------------------------------C----------------------------------------------------------------   902
MtAGO6 -------P-IQ-ELP-KLH-----------SDV--RDSMFF--------------------------------------C----------------------------------------------------------------   947
CpAGO6 -------A-FP-ELP-RLA-----------KEV--ESSMFF--------------------------------------C----------------------------------------------------------------   831
MtAGO4e ---------IPTELP-RLH-----------ERV--ADSMFF--------------------------------------C----------------------------------------------------------------   876
PgAGO -------P-VP-ELP-VLH-----------RNV--CNTMFF--------------------------------------C----------------------------------------------------------------   959
PptAGOlike1 -------P-LP-ELP-ALK-----------IKP--EYSMFF--------------------------------------C----------------------------------------------------------------   944
PptAGOlike3 ---------VT--------------------------------------------------------------------T----------------------------------------------------------------   904
PptAGOlike2 -------P-LP-PVP-ILR-----------MKA--DHSMFF--------------------------------------C----------------------------------------------------------------   918
CrnAGO6 -------A-PP-TFA-GIH-----------RNL--TNVLYF--------------------------------------M----------------------------------------------------------------  1037
VcAGOlike -------A-PA-TFA-GIH-----------RDL--SNVLYF--------------------------------------M----------------------------------------------------------------  1114
CrnAGOlike ----------------RFQ-----------PKL--ANPM--------------------------------------------------Q------------------------------------------------------  1183
CrnAGO2like ---------YQ-MLP-TLP---------HAGHV----------------------------------------------V----------------------------------------------------------------  1023
CrnAGO2 ---------YQ-MLP-TLP---------HAGHV----------------------------------------------V----------------------------------------------------------------   963
YeastAGO -------K-NV-LLP-QVN-----------DNI--KSVMYY--------------------------------------I----------------------------------------------------------------  1046
TcAGO3 ------------------------------TQL--DDKLFY--------------------------------------L----------------------------------------------------------------   853
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